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switched  to  molecular  biology.  My  PhD  was  in

mathematical  modell ing  of  redox  enzymes.

After  a  brief  spel l  in  industry  improving  my

computat ional  ski l ls ,  I  worked  at  the  National

Inst i tute  of  Medical  Research  in  London  on

algori thms  to  compare  protein  structures  and

detect  evolut ionary  relat ionships.  I  was

enormously  fortunate  to  be  supervised  by  two

bri l l iant  scient ists ,  Will ie  Taylor  and  then  my

luck  took  me  to  the  lab  of  Janet  Thornton,  who

had  the  great  idea  to  set  up  an  evolut ionary

classi f icat ion  of  proteins.  The  CATH

classi f icat ion  was  establ ished  in  1994  and

data  f rom  that  is  st i l l  at  the  heart  of  many  of

the  algori thms  and  analyses  conducted  by  my

group.  In  1995,  a  ten -year  fel lowship  gave  me

freedom  to  pursue  new  interests  in  funct ional

genomics  (e.g.  to  analyse  protein  networks

and  disease  associat ions ) .  Subsequently ,

becoming  a  professor  at  UCL  gave  the  securi ty

and  then  funding  to  explore  other  avenues  and

establ ish  research  col laborat ions  with

experimental  groups.  I ’ve  been  fortunate  to

have  very  talented,  col laborat ive  researchers

in  my  team  and  we ’ve  part ic ipated  in  many

excit ing  European  (e.g.  BioSapiens,  Integr8,

EMBRACE,  ENFIN,  IMPACT,  IMI -PAIN )  and

American  (MCSG,  CSGID )  consort ia .  Ian

Si l l i toe,  in  my  team,  has  driven  development  of

CATH  and  ensured  i t  remains  robust  and

representat ive,  ref lected  in  recent

endorsement  as  a  Core  Data  Resource  by  the

European  ELIXIR  in i t iat ive.  Our  algori thms  for

protein  funct ion  predict ion  were  respectably

ranked  in  the  CAFA  assessments,  and  we  are

now  having  a  lot  of  fun  explor ing  new  machine

learning  strategies  for  them.  
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ISCB made history in January 2021 when it welcomed its first female president into office.  Christine Orengo from
University College London in United Kingdom succeeded Thomas Lengauer as ISCB’s 8th president. 

Can  you  tel l  us  a  l i tt le  about

yourself  and  your  background?

1.
My  elect ion  to  the  Royal  Society  in  2019  was  also

a  test imony  to  the  dedicat ion  and  innovat ion  of

my  team.  I ’ve  been  fortunate  to  spend  my

working  l i fe  doing  what  I  love  with  scient ists ,

both  inside  my  team  and  out,  who  are  t ruly

generous  and  col laborat ive.  

I ’ve  been  involved  in  ISCB  since  2011,  f i rst  on

the  Board  of  Directors  and  then  a  Vice  President

in  2014.  I  helped  establ ish  the  COSIs  –

Communit ies  of  Special  Interest ,  in  order  to

better  highl ight  their  cutt ing -edge  research  and

improve  networking.  I ’ve  also  been  Co -Chair  of

Conferences  and  on  the  Awards  and  Fel lows

Committees.  Outside  ISCB  I ’m  co - leading  the

European  ELIXIR  3D -BioInfo  Structural

Bioinformatics  Community  and  co - lead  the

Genomics  England  Functional  Effects  Domain.

I ’ve  served  on  Royal  Society  Committees  and

was  appointed  last  year  to  the  Counci l  of  the

UK ’s  largest  funder  of  biological  and

biotechnological  research  (BBSRC ) .  Final ly ,  I ’m

also  a  t rustee  of  a  small  chari ty  working  in

Madagascar  on  education  and  environmental

projects .

G E T  T O  K N O W  Y O U R  I S C B  P R E S I D E N T :
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I  started  my  scient i f ic  l i fe  as  a

theoret ical  quantum  chemist  and

my  f i rst  paper  was  on  vibrat ional

levels  in  methanol  –  so  i ts  been  an

interest ing  journey!   I  was  tempted

by  biology  and  amazed  by  the

molecular  machinery  in  cel ls  so  

2.   How  has  the  f ield  of  computational  biology

and  bioinformatics  changed  from  when  you

entered  to  the  f ield  to  now?

I t  has  changed  enormously  and  I  think  we ’ re  on

the  cusp  of  a  defining  era  in  biology  with  the

explosion  of  data  over  the  last  twenty  years  and

new  technologies  for  data  science.  When  CATH

was  launched  25  years  ago,  i t  only  had  ~3000

experimental ly  determined  protein  domain

structures  in  i t  –  now  i t  has  more  than  half  a

mil l ion!  The  predicted  structural  data  has

increased  more  than  300  fold!  Furthermore,  new

data  types  emerged,  that  al lowed  systems  based

approaches  to  understand  how  networks  of

proteins  behave.  Recent  revolut ions  in  single

cel l  technologies  wil l  signif icantly  increase  the

power  of  that  data,  bringing  clearer  insights  on

changes  in  the  cel l  under  dif ferent  condit ions.  
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Nevertheless  good  col laborat ions  and  team  spir i t

need  in -vivo  nurtur ing.  A  si lver  l in ing  is  that  we

can  have  more  meetings  with  col laborators  as

without  t ravel  i t ’s  easier  to  f ind  t imes.  We ’ve

reduced  our  carbon  footpr int  too!  That  increased

contact  can  real ly  advance  the  research  and  give

better  integrat ion  of  mult i -discipl inary  teams.

Furthermore,  despite  the  chal lenges,  i ts

astounded  me  how  much  can  be  done  by  zoom.

My  team  have  been  more  productive  than  ever!

However ,  I  fear  work - l i fe  balance  has  suffered

and  we  need  to  be  careful  about  that .  

One  thing  that  has  real ly  impressed  me  is  the

wil l ingness  of  people  to  share  data  and  work

col laborat ively .  We  did  a  short  study  on  SARS -

CoV -2  which  involved  groups  working  with  us  via

zoom  f rom  Malaysia ,  India  and  mult iple  inst i tutes

across  the  UK!  And  there  have  been  many

examples  in  the  l i terature  of  very  large  consort ia

of  researchers  who  have  come  together  to

rapidly  f ind  answers  to  the  impact  of  var iants ,

host  genes  impl icated,  the  effect  of  drugs  etc.  In

many  countr ies ,  funding  has  been  rapidly

diverted  to  support  these  in i t iat ives  which  I  f ind

reassuring  as  i t  shows  agi l i ty  and  a  desire  and

mechanisms  to  solve  global  issues  quickly .  We

wil l  l ikely  need  that  again  for  future  pandemics

and  cl imate  issues.

ISCB  is  keen  to  benefi t  f rom  these  si lver  l in ings,

part icular ly  the  ease  with  which  researchers  can

col laborate  and  network  by  zoom  and  especial ly

across  continents .  The  vir tual  ISMB  conference

had  nearly  2400  part ic ipants  last  year  and  we

have  over  2000  this  year  -  many  more  people

than  would  normally  attend.   Researchers  f rom

75  countr ies  have  registered,  this  is  a  25%

increase  in  part ic ipat ion  over  ISMB  2019  when

we  were  in  person.  We  are  real ly  keen  to  increase

membership  and  part ic ipat ion  f rom  researchers

in  Afr ica,  Latin  America  and  Asia  and  hybrid

meetings  offer  those  opportunit ies .  Hybrid

meetings  could  also  be  a  good  way  of  keeping

our  Communit ies  of  Special  Interest  (COSIs )

act ive  by  support ing  regional  meetings

throughout  the  year .   People  st i l l  seem  keen  to

watch  zoom  

Covid -19  has  surely  impacted  everyone ’s  work!

I ts  chal lenging  to  meet  your  team  and

col laborators  only  via  zoom.  These  restr ict ions

have  been  much  easier  for  our   community  than

for  experimental  scient ists ,  though.  

G E T  T O  K N O W  Y O U R  I S C B  P R E S I D E N T :
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The  increasing  proteomics  data  gives  sharper

focus  on  which  processes  proteins  real ly

engage  in  and  metabolomics  data  insights  on

the  chemistry  l inked  to  these  processes.

Alongside  the  data  revolut ion,  there  have  been

radical  developments  in  computat ional

methodologies.  For  example,  continuous

improvements  in  text  mining  harness  more  of

the  vast  wealth  of  information  in  the  l i terature.

Novel  methods  for  l inking  data  (eg  knowledge -

graphs )  are  enabl ing  integrat ion  of  very

heterogenous  data,  reveal ing  new

associat ions.  The  expansion  in  the  data  also

enabled  more  powerful  AI  strategies  e.g.  deep

learning  techniques.  These  are  part icular ly

excit ing  and  have  the  potential  to  be  hugely

transformative  for  our  f ie ld.  The  recent

success  of  DeepMind ’s  AlphaFold  strategy  in

predict ing  protein  structures  (of  comparable

qual i ty  to  experimental ly  determined

structures )  wil l  revolut ionise  our

understanding  of  protein  mechanisms.  These

strategies  can  be  appl ied  to  many  other  data

types.  

In  addit ion  to  changes  in  the  data  and  data

science  there  have  been  signif icant  cultural

shi f ts .  The  diversi ty  of  data  avai lable  means

that  some  of  the  most  excit ing  work  involves

mult i -discipl inary  teams  where  people  have  to

learn  each  other ’s  language  and  novel  insights

come  f rom  emergence  of  new  perceptions  and

new  ways  of  working.  As  a  society  we  should

work  with  scient i f ic  publ ishers  to  lobby  for

equal  representat ion  of  our  members  in  the

accreditat ion  for  these  col laborat ions  and  we

need  to  f ind  ways  to  further  faci l i tate  these

cultural  shif ts .

3.  How  has  the  COVID  19  Pandemic

impacted  your  work  and  in  turn  your  view

and  vision  for  ISCB?
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ISCB  is  an  organic  community  of  volunteers

which  I  bel ieve  has  played  a  signif icant  role  in

helping  computat ional  biologists  to  learn  about

cutt ing  edge  research  in  their  f ie ld.  I t ’s

part icular ly  important  for  young  scient ists ,

helping  them  to  network  and  learn  about  new

themes  and  opportunit ies .  In  fact  in  this  year ’s

ISMB  54% of  part ic ipants  are  PhD  students  and

postdoctoral  fel lows.    Over  the  years ,  we  have

increased  our  global  reach  –  the  decis ions  to

hold  ISCB -X  meetings  in  Afr ica,  Asia  and  Latin

America,  introduced  by  Burkhard  Rost ,  provided

opportunit ies  for  scient ists  on  these  continents

to  meet  more  easi ly  and  network.  Our  Regional

Committee  also  helps  our  scient ists  stay

networked  outside  ISMB,  through  meetings

closer  to  home.

ISCB  has  also  supported  the  establ ishment  of

key  forums  for  disseminat ing  the  community ’s

research.  The  society  contr ibuted  to  the  launch

of  PLoS  Computat ional  Biology  and  also

Bioinformatics  with  top  research  selected  for

Proceedings  Talks  at  ISMB  rout inely  publ ished

in  that  journal .  In  the  future,  Bioinformatics

Advances  wil l  also  publ ish  discoveries  and

developments  in  our  f ie ld  and  we  expect  i t  to

become  a  major  forum  for  highl ight ing  cutt ing

edge  research.  

Restructur ing  the  society  to  support  COSIs  has

helped  in  giving  researchers  in  part icular  areas

more  focused  opportunit ies  to  share  research

and  discuss  ideas.  Indeed,  the  COSIs  are  shaping

the  research  themes  within  ISCB,  bringing

leading  players  to  their  ISMB  t racks  for  keynotes

and  often  providing  social  events  to  enhance

networking.  Some  COSIs  have  special

mechanisms  for  highl ight ing  key  publ icat ions  in

their  f ie lds.  Others  are  host ing  assessments  of

major  developments  in  the  f ie ld  (e.g.  CAMDA,

cr i t ical  assessment  of  massive  data  analysis  and

CAFA,  cri t ical  assessment  of  funct ional

annotat ion ) .

G E T  T O  K N O W  Y O U R  I S C B  P R E S I D E N T :
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webinars  and  the  ISCBacademy  is  real ly

picking  up.  We  want  to  build  on  that  and  are

planning  a  ser ies  of  webinars ,  l inked  to  the

COSIs,  highl ight ing  excit ing  developments  and

introducing  young  r is ing  stars .  We  are  also

hoping  to  have  webinars  around  social  issues.

For  example,  the  impact  that  research  and

discoveries  in  our  f ie ld  could  have  on  society

(AI  and  personal ized  medicine  come  to  mind )

and  how  we  build  a  dialogue  with  the  publ ic

around  those  and  other  ethical  themes.  

4.    How  has  ISCB  helped  to  grow  or

influence  the  f ield?

ISCB  aims  to  be  a  beacon  for  fa i rness  and

diversi ty .  We  have  establ ished  an  Equity  and

Diversi ty  Committee  and  wil l  t read  this  path

thoughtful ly  in  a  spir i t  of  tolerance  and

understanding  in  order  to  bring  everyone  with

us.  We  should  be  an  exemplar  for  other  societ ies

and  inst i tutes.  We  have  begun  by  surveying  the

balance  in  our  committees  and  in  the  honours

that  we  award.  There  is  st i l l  some  way  to  go,

especial ly  as  regards  nominat ions,  but  we  have  a

very  dedicated  committee  designing

mechanisms  that  wil l  enhance  and  support

equal i ty .  On  a  posit ive  note,  the  composit ion  of

our  board  and  governance  structures  ref lect  well

the  gender  rat io  in  ISCB,  but  more  work  needs  to

be  done  in  other  areas  of  diversi ty .  ISCB  aims  to

empower,  award  and  connect  researchers  of

every  gender  f rom  every  background,  and  every

corner  of  the  globe.  

We  have  an  energet ic  Education  Committee,  who

are  helping  to  shape  curr icula  in  our  f ie ld,  and

enable  ISCB  aff i l iated  courses.  They  part ic ipate

in  the  Global  Bioinformatics  Education  Summit

and  other  important  in i t iat ives.  Through  the

Publ ic  Affairs  and  Pol icy  Committee,  ISCB  has

also  had  an  important  advocacy  role,  lobbying  to

increase  funding  for  our  research  and  submit

comments  on  national  pol icies  in  support  of  our

community .  Through  Green  ISCB,  we  are  also

start ing  to  examine  the  role  we  can  play  in

advis ing  on  the  carbon  footpr int  our  research

act iv i t ies  impose  and  how  we  can  provide

information  to  help  modify  these  impacts .
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Ult imately ,  ISCB  is  what  we  as  a  community  make

it .  The  opportunity  is  there  to  do  many  new

things.  We  are  a  very  open  and  organic  society.

We  have  a  fantast ic  operat ional  team  led  by  the

highly  professional  and  dedicated,  Diane  Kovats ,

but  ISCB  is  also  buil t  on  the  good  wil l  of  many

volunteers .  Crucial ly ,  we  have  a  dynamic  Board

of  Directors  and  Executive  Committee  -  al l  are

volunteers  -  with  many  ambit ions  and  ideas  for

the  society.  As  well  as  bringing  my  own  ideas,  my

aim  is  to  help  them  execute  theirs ,  and  persuade

others  to  jo in  us  with  new  perspect ives,  making

the  society  even  more  vibrant  and

representat ive.

Fel lows  are  not  diverse  enough  and  we  need

ISCB  members  to  be  more  proact ive  in

nominat ions,  in  order  to  achieve  a  broader ,  fa i rer

representat ion  of  our  community .  

I ’d  l ike  to  see  ISCB  building  on  i ts  t rack  record  of

promoting  the  latest ,  most  excit ing  research

perhaps  by  expanding  the  mechanisms  for

br inging  scient ists  together .  As  regards  t ra ining

and  enabl ing,  we  already  have  good  programs

and  committed  committees  and  task  forces  in

these  areas  and  we  work  with  major  global

ini t iat ives  l ike  Goblet  and  ELIXIR  TESS,  but  given

the  wave  of  interest  in  new  data  science

technologies  and  handl ing  ‘big  data ’  we  need  to

consider  how  to  work  more  closely  with

neighbouring  societ ies  in  computer  science  and

engineering.  Going  back  to  the  COVID  si lver

l inings,  how  can  we  help  disseminate

information  about  the  vast  amounts  of  on - l ine

teaching  mater ial  produced  during  the

pandemic.  Many  inst i tutes  are  switching  to

blended  learning  and  might  be  eager  to  share

their  mater ial  and  benefi t  f rom  other  inst i tutes

repositor ies .  Can  we  help  faci l i tate  that?  

G E T  T O  K N O W  Y O U R  I S C B  P R E S I D E N T :
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5.     What  are  your  goals  for  the  society?

We ’d  l ike  to  see  our  COSI  communit ies  expand

and  diversi fy  their  act ions,  becoming  more

act ive  throughout  the  year .  COSIs  are  run  by

committed  and  generous  people  who  give  a  lot

of  their  t ime  to  organize  their  annual  programme

tracks  at  ISMB.  How  can  we  help  them  to  do

more.  Perhaps  by  tapping  into  our  energet ic

student  counci l  and  other  young  scient ists  with

t ime  and  imaginat ion  to  run  COSI  webinars  or

regional  events.  Let  us  know  i f  you  want  to  get

involved  or  have  other  ideas  for  disseminat ing

developments  in  your  f ie ld  and  bringing

researchers  together .  The  ISCBacademy  which

advert ises  and  hosts  the  webinars  is  becoming

increasingly  popular  and  we ’d  l ike  talks  in  ISCB

webinars  to  become  a  sought  after  dist inct ion

and  on  the  checkl ists  for  career  progression.

Similar ly ,  we  want  to  increase  the  status  of  the

Fel lows  –  by  making  the  process  more

transparent  and  bringing  more  diversi ty .  A  task

force  has  already  started  working  on  that .
A  recent  major  success,  is  the  launch  of  the  new

ISCB  Bioinformatics  Advances  journal .  Started  by

Alfonso  Valencia  and  the  Publ icat ions

Committee,  this  was  supported  and  brought  to

fruit ion  by  Thomas  Lengauer  during  his

presidency.  Bioinformatics  Advances  wil l  both

promote  the  science  of  our  community  and

increase  the  prof i le  of  ISCB.  We  encourage

members  to  submit  their  best  work  to  this  journal

to  ensure  i ts  success.

Data  sharing /stewardship  and  core

bioinformatics  have  always  been  crucial  for  our

f ield  and  we  should  be  engaging  with  and

support ing  in i t iat ives  that  support  FAIR

processes.
We  have  important  aims  around  equal i ty  and

fairness  –  increasing  the  representat ion  of

minori ty  groups  and  ensuring  everyone  has  a  fa i r

chance  to  present  and  part ic ipate  in  our

meetings.  I ’ve  already  mentioned  the  Equity  and

Diversi ty  Committee,  but  how  can  we  persuade

other  members  to  get  involved  too.  For  example,

the  nominat ions  we  receive  for  ISCB  Awards  and   

Final ly ,  i t  wil l  be  important  to  engage  with  the

publ ic  more  since  our  technologies  and

discoveries  contr ibute  to  advances  in  society  but

may  also  bring  moral  dilemmas  e.g.  around

robotics  and  genetic  engineering.  Our  Publ ic

Affairs  and  Pol icy  Committee  has  just  launched  a

‘Science  in  Society ’  ser ies  of  webinars .  The  f i rst

wi l l  be  at  ISMB  this  year  around  the  topic  of

Science  Journal ism  and  Science  Communicat ion.

We  welcome  ideas  for  future  conversat ions  and

volunteers  wil l ing  to  help  with  these  ‘Science  in

Society ’  webinars .
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Our  new  journal ,  Bioinformatics  Advances  is  a

real ly  excit ing  development  and  has  a  very

accomplished  and  diverse  team  of  editors .  The

journal  wil l  report  major  developments  and  we

aim  for  the  journal  to  be  read  widely  by  our

computat ional  communit ies  and  even  more

widely  e.g.  experimental  communit ies .  I t  is  a

t imely  new  forum  as  we  move  into  a  more

mult idiscipl inary  age.

In  a  post -Covid  world  money  wil l  be  t ight  and

ISCB  must  lobby  wherever  possible  to  protect

the  funding  that  is  vital  for  our  research.  We

must  also  ident i fy  inevitable  impacts  on  ISCB

e.g.  f inancial  shortfal ls  in  conference  and

membership  revenue,  and  build  resi l ience  into

our  plans  for  the  future.  The  annual  ISMB

conference  is  our  showcase  event  which  l ies  at

the  heart  of  our  role  as  community  builder  and

which  also  brings  the  resources  to  support

conferences  in  other  countr ies ,  which  need  our

support .  Conference  funding  also  helps  support

the  ISCB  professional  team  who  work  t i relessly  to

organize  our  conferences,  our  communit ies ,  our

newsletters ,  our  programs,  our  funding

appl icat ions  and  al l  the  other  in i t iat ives  that

support  ISCB.  Running  ISMB  2020  and  2021  as

vir tual  meetings  has  impacted  our  f inances  and

we  need  to  consider  other  mechanisms  for

enriching  the  society  f inancial ly .  Hopeful ly ,  our

new  journal ,  Bioinformatics  Advances  wil l  help

rescue  us  f rom  the  cl i f f  edge,  but  other  ideas

need  to  be  considered  too.  Again,  we  hope

people  wil l  send  ideas  and  jo in  us  to  help  where

they  have  appropriate  expert ise.

G E T  T O  K N O W  Y O U R  I S C B  P R E S I D E N T :
C H R I S T I N E  O R E N G O

6.      What  do  you  believe  are  the  biggest

challenges  to  those  goals  facing  ISCB?

Computat ional  Biology  is  a  very  broad  church

now.  ISCB  captures  diverse  scient i f ic  interests

through  the  COSIs.  There  are  more  than  20  of

these  now.  What  have  we  missed?  We  have

programs  to  encourage  COSIs  to  work  together

where  interests  overlap  and  we  hope  this  wil l

t r igger  new  synergies.  For  many  of  the  research

themes,  COSI  meetings  at  ISMB  have  become

major  calendar  events.  ISMB  special  sessions

publ icise  hot  new  topics  –  l ike  the  COVID -19

sessions  Thomas  Lengauer  recently  introduced.

Can  these  sessions  help  shape  new  COSIs  or

expand  exist ing  ones?

As  mentioned  already,  I  bel ieve  another

chal lenge  is  working  out  how  to  explain  the

radical  new  developments  in  our  f ie ld  to  the

people  funding  us  and  the  people  paying  the

taxes  that  support  that  funding.  We  need  to

spend  more  t ime  communicat ing  our  science  to

the  publ ic!

ISMB  is  one  of  the  top  Comp  Bio  meetings  for

hear ing  the  latest  advances,   catching  up  with

people  in  your  f ie ld  and  explor ing  new  themes

and  communit ies .  The  opportunity  to  be  selected

for  Proceedings  Talks,  with  publ icat ion  in

Bioinformatics,  has  promoted  cutt ing  edge

science.  The  networking  opportunit ies  help

many  young  researchers  f ind  new  scient i f ic

‘ f r iends ’  they  can  col laborate  or  communicate

with  throughout  their  careers .  

7.     What  is  your  opinion  of  the  programs

offered  by  ISCB?

The  ISCB -X  conferences  establ ished  around  the

world  ( in  Afr ica,  Latin  America,  Asia )  are

f lagships  for  our  internat ional  aims.  We  are

opening  these  up  by  support ing  hybrid  platforms

for  al l  our  meetings  to  promote  better

interact ions  across  our  global  community .  We ’ re

also  looking  into  how  we  can  broaden  our

advocacy  programs.  
Our  honours  –  ISCB  Awards  and  Fel lowships  are

respected  and  sought  after  and  certainly  add

weight  to  any  CV.  We  wil l  continue  to  increase

their  dist inct ion  by  ensuring  fa i r  representat ion

and  t ransparent  processes  al igned  with  other

highly  respected  societ ies .

We  have  a  great  education  committee  who  have

set  up  valuable  programs  for  accredit ing  courses

and  bringing  together  t ra iners  f rom  across  the

world.  This  is  needed  more  than  ever .  Data

science  is  projected  to  occupy  more  than  80% of

wet  biologists  t ime  and  they  wil l  increasingly

seek  help  f rom  us  and  jo in  our  ranks.  I t ’s  a  great

opportunity  for  ISCB   to  expand.  Final ly ,  our  jobs

boards  help  our  members  f ind  new  opportunit ies

by  publ icis ing  their  CVs  and  avai labi l i ty .
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Over  to  you  now,  i ts  your  society  –  i f  there  is

more  we  could  do  or  should  change  come  and

join  us  with  your  ideas  and  energy!

Community  and  col laborat ion  –  we  can  achieve

much  more  by  helping  each  other  and  working

together .  Communicat ion  and  t ransparency  is

also  key,  together  with  honesty.  We  need  to

explain  what  we  do  and  what  we  want  to  change

and  be  brave  enough  to  take  r isks  but  also  to

own  up  to  fa i lures.  We  need  to  l is ten  and

understand  what  our  members  want  and  f ind

ways  to  fund  those  changes.  Inclusivi ty  –  we

need  to  make  sure  that  everyone  is  invi ted  and

has  a  place,  and  also  has  the  means  to  take  part .

The  benefi ts  of  hybrid  meetings  are  the

opportunity  to  share  our  science  much  more

easi ly  with  scient ists  in  every  other  corner  of  the

world.  We  need  to  think  about  how  to  change  the

structure  of  our  meetings  and  our  society  even

more  to  enhance  this .  Talent  –  we  need  to  attract

the  brightest  and  best  to  our  committees  to  drive

new  ideas  and  change.  Pride  and  humil i ty  –  we

need  to  talk  more  about  our  successes  and

accept  our  role  in  society,  consider  how  our

discoveries  can  help  save  the  world  or  change  i t

in  radical  ways  that  could  be  scary  to  some

people.  We  need  to  explain  our  science  better

and  win  support  f rom  the  publ ic  who  fund  us.  

G E T  T O  K N O W  Y O U R  I S C B  P R E S I D E N T :
C H R I S T I N E  O R E N G O

8.      What  do  you  believe  is  the  key  to  the

success  of  ISCB?



Ben  Raphael  grew  up  in  the  Washington,  DC

area  and  was  fascinated  with  science  f rom  a

young  age.  His  mother  was  a  science  teacher

and  nurtured  a  love  of  science  in  Raphael  and

his  sibl ings.   Raphael  was  f i rst  bitten  by  the

“space  bug,”  and  he  fondly  recal ls  his  two

oldest  brothers  pool ing  their  money  to  buy  a

telescope,  which  al lowed  Raphael  and  his

family  to  enjoy  many  nights  stargazing  f rom

their  own  yard.  Raphael  immersed  himself  in

books  about  the  space  program,  watched

every  shutt le  launch,  and  f requented  the

nearby  National  Air  and  Space  Museum.

Eventual ly ,  Raphael  was  admitted  to  the

Massachusetts  Inst i tute  of  Technology  (MIT ) ,

where  he  pursued  a  major  in  mathematics  and

a  minor  in  biology.  Throughout  his

undergraduate  coursework,  he  started  to

prefer  mathematics  courses  that  used  abstract

thinking  and  shif ted  away  f rom  fact -heavy

biology  courses.  Raphael  went  on  to  pursue

his  PhD  in  Mathematics  at  the  Universi ty  of

Cal i fornia,  San  Diego  (UCSD )  under  the

mentorship  of  Jim  Agler .  During  his  graduate

studies,  UCSD  launched  i ts  Bioinformatics

Graduate  Program,  and  Raphael  enrol led  in  a

bioinformatics  course  offered  by  Pavel

Pevzner ,  who  had  recently  jo ined  the  UCSD

faculty .  This  course  was  a  major  turning  point

for  Raphael ,  as  he  recal led,  “ I  found

computat ional  biology  to  be  an  amazing  blend

of  the  discipl ines  that  I  had  pursued:

mathematics,  computer  science,  and  biology.  I

was  enamored  by  the  huge  potential  of

genome  sequencing,  as  the  human  genome

sequence  

had  just  been  publ ished  and  the  mouse

genome  was  well  underway.  Moreover ,

computat ional  biology  was  such  a  broad

discipl ine  that  I  thought  I  would  never  be

bored  and  could  change  my  focus  f rom

mathematical  and  computat ional  quest ions

to  biological  quest ions  depending  on

where  my  research  led  me.”
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2 0 2 1  I S C B  I N N O V A T O R  A W A R D

B E N  R A P H A E L

T h e  I n t e r n a t i o n a l  S o c i e t y  f o r  C o m p u t a t i o n a l  B i o l o g y  ( I S C B )  I n n o v a t o r  A w a r d  h o n o r s  a n  I S C B  s c i e n t i s t  w h o  i s
w i t h i n  t w o  d e c a d e s  o f  h i s  o r  h e r  g r a d u a t e  d e g r e e  c o m p l e t i o n  a n d  h a s  c o n s i s t e n t l y  m a d e  o u t s t a n d i n g
c o n t r i b u t i o n s  t o  t h e  f i e l d  o f  c o m p u t a t i o n a l  b i o l o g y .  T h e  2 0 2 1  w i n n e r  i s  D r .  B e n  R a p h a e l ,  P r o f e s s o r  o f  C o m p u t e r
S c i e n c e  a t  P r i n c e t o n  U n i v e r s i t y .  H e  w i l l  r e c e i v e  h i s  a w a r d  a n d  p r e s e n t  a  k e y n o t e  a d d r e s s  a t  t h e  2 0 2 1  J o i n t
I n t e l l i g e n t  S y s t e m s  f o r  M o l e c u l a r  B i o l o g y  ( I S M B ) /  E u r o p e a n  C o n f e r e n c e  o n  C o m p u t a t i o n a l  B i o l o g y  ( E C C B )  b e i n g
h e l d  v i r t u a l l y  o n  J u l y  2 5 - 3 0 ,  2 0 2 1 .

B e n  R a p h a e l :  
From  Space  Nut  to  Cancer  Conqueror

Raphael  is  deeply  appreciat ive  of  the

mentorship  he  had  early  in  his  career .  His

PhD  advisor  Jim  Agler  not  only  taught  him

a  great  deal  about  mathematics,  but  also

about  not  al lowing  one ’s  ego  or

preconceived  ideas  to  hamper  the  pursuit

of  t ruth.  Raphael  pursued  his  postdoctoral

studies  under  Pevzner ,  who  introduced  him

to  computat ional  biology  and  shaped  how

he  approaches  research  quest ions  to  this

very  day.  Raphael  was  introduced  to  the

f ield  of  cancer  genomics  through  his  work

with  Colin  Coll ins  and  Joe  Gray  during  his

postdoc,  and  these  col laborators  provided

him  with  valuable  guidance  and  support

during  his  t ransit ion  to  an  independent

invest igator .  As  a  new  assistant  professor

at  Brown  Universi ty ,  Raphael  also  received

invaluable  support  f rom  Rick  Wilson  and

Elaine  Mardis ,  who  got  him  involved  in  The

Cancer  Genome  Atlas  (TGCA )  project  and

other  large -scale  cancer  projects .   Raphael

is  now  a  tenured  professor  at  Princeton,

and  he  rel ishes  the  newfound  f reedom  to

pursue  longer - term  projects ,  while

balancing  the  needs  of  his  students  and

trainees,  who  are  also  building  their

publ icat ion  records.  



Raphael  considers  single  cel l  DNA

sequencing  technology  as  a  powerful  tool

for  improving  how  we  visual ize  the

complexit ies  of  cancer ,  but  he  also  sees

much  work  to  be  done  in  understanding  how

tumors  develop  and  change  in  response  to

treatment.  Advances  in  single  cel l  and

spatial  sequencing  technologies  as  well  as

extensions  of  these  methods  to  measure

mult iple  parameters  in  paral lel  are  providing

more  detai led  insights  into  cancer  cel l

biology  and  tumor  heterogeneity .  Raphael

also  sees  the  benefi ts  of  applying  CRISPR

technology  to  biological  models ,  which  has

enabled  analysis  of  interact ions  between

somatic  mutat ions  and  CRISPR  gene

knockouts  in  cancer  cel l  l ines  that  were

otherwise  undetected  in  tumor  specimens.  In

2020,  Raphael  also  came  to  appreciate  the

power  of  these  technologies  for  studying  the

immune  system  in  the  context  of  SARS -CoV -2

infect ion  and  COVID -19,  and  how  these

studies  can  be  appl ied  to  vaccine

development.  

Raphael  t r ies  to  apply  lessons  learned  f rom

his  postdoc  t ra ining  under  Pevzner ,  and  he

said,  “My  t ra ining  strongly  inf luences  how

I  t ra in  my  students  to  select  research

quest ions  and  conduct  research.   Biology

is  a  vast  discipl ine,  and  there  are  a  wide

range  of  problems  where  computat ional

biologists  can  contr ibute.   I  learned  f rom

my  postdoctoral  advisor  Pavel  Pevzner  the

importance  of  clear ly  formulat ing  a

biological  problem  as  a  computat ional

problem.   In  some  cases,  this  formulat ion

reduces  the  problem  to  one  that  is  already

solved  –  and  perhaps  solved  with  exist ing

software.   While  there  are  many  problems

in  biology  that  can  benefi t  f rom  the

appl icat ion  of  computat ional  methods,  we

str ive  to  f ind  problems  where  there  is  a

need  for  a  new  algori thm.”  Raphael  is  also

strongly  inf luenced  by  his  mathematical

training,  which  taught  him  that  writ ing

clear  and  precise  problem  statements  and

defini t ions  can  great ly  clar i fy  one ’s

thinking  about  a  complicated  problem.    He

similar ly  t ra ins  his  students  to  write  a

rigorous  statement  of  the  computat ional

problem  they  are  t ry ing  to  solve,  and  to

def ine  their  terminology  careful ly .  

Raphael ’s  scient i f ic  curiosi ty  has  been

focused  for  several  years  on  cancer

genomics.  He  continues  to  be  amazed  by

the  mutat ional  heterogeneity  observed  in

dif ferent  cancers,  part icular ly  the  long  ta i l

phenomenon,  for  which  only  a  few  genes

are  f requently  mutated  in  cohorts  of

cancer  patients  whereas  a  large  port ion  of

genes  are  rarely  mutated.  Raphael  and  his

team  developed  methods  to  study

mutat ion  combinat ions  in  dif ferent

pathways  and  networks  that  ident i f ied

groups  of  genes  that  were  more  f requently

mutated.   He  noticed  that  this  method

worked  better  for  some  cancers,  l ike

gl ioblastoma  but  did  not  work  consistent ly

across  cancer  types,  and  he  bel ieves  these

dif ferences  may  be  due  to  l imitat ions  of

current  sequencing  methods  and  avai lable

data  for  dif ferent  tumor  types.  

Raphael  has  been  recognized  for  his

research  contr ibut ions  throughout  his

career ,  including  a  Sloan  Postdoctoral

Fel lowship  (2002 -2004 ) ,  a  Burroughs

Wellcome  Fund  CAREER  award  at  the

Scient i f ic  Interface  (2005 ) ,  a  Sloan  Research

Fel lowship  (2010 )  and  an  NSF  CAREER

award  (2011 -2017 ) .  He  is  considered  a

leader  in  algori thmic  computat ional  cancer

biology  research  and  his  work  has  been

publ ished  in  top - t ier  scient i f ic  and

computat ional  biology  journals .  Raphael  has

developed  several  widely  used  algori thms

that  include  THetA  and  AncesTree

algori thms  for  analyzing  mixtures  of  cancer

cel ls ,  Dendrix  and  Mult i -Dendrix  algori thms

for  analyzing  mutual ly  exclusive  mutat ions,

and  the  HotNet  algori thm  for  network

analysis  of  cancer  mutat ions.
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Raphael  has  served  the  greater

computat ional  biology  community  in  many

ways,  including  working  on  the  steer ing

committees  for  the  RECOMB  Satel l i te

Workshop  on  Computat ional  Cancer

Biology  (2007 -present )  and  the  RECOMB

Satel l i te  Workshop  on  Massively  Paral lel

Sequencing  (2012 -present ) .  He  has  served

on  the  program  committees  for  ISMB,

RECOMB,  PSB,  and  many  other

conferences  and  has  helped  to  organize

research  programs  at  UCLA,  Bert inoro,  the

Simons  Inst i tute  for  the  Theory  of

Computing,  and  other  venues.  Raphael  has

also  reviewed  grant  proposals  for  NSF  and

NIH  for  most  years  since  2008.  He  is  a  key

contr ibutor  to  The  Cancer  Genome  Atlas

(TCGA )  and  Internat ional  Cancer  Genome

Consort ium  ( ICGC )  projects  and  has  taken

on  leadership  roles  in  these  projects .

Raphael  is  honored,  humbled,  and  grateful

for  recognit ion  with  the  2021  ISCB

Innovator  Award.  As  an  ISCB  Fel low,  he

part ic ipated  in  the  select ion  of  new

Fel lows  this  year  and  came  to  appreciate

the  number  of  exceptional  computat ional

biology  researchers  being  considered  for

recognit ion  as  a  Fel low  or  for  an  ISCB

award.  Raphael  is  deeply  grateful  for  his

students  and  postdoctoral  fel lows  who

have  worked  hard  and  contr ibuted  to  the

success  of  many  research  projects .  He  is

also  thankful  for  the  unwavering  support  of

his  wife  and  chi ldren  through  the  many

phases  of  his  career .  
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2 0 2 1  I S C B  A C C O M P L I S H M E N T S  B Y  A  S E N I O R  S C I E N T I S T  A W A R D
P E E R  B O R K

I n t e r n a t i o n a l  S o c i e t y  f o r  C o m p u t a t i o n a l  B i o l o g y  ( I S C B )  r e c o g n i z e s  a  l e a d e r  i n  t h e  f i e l d s  o f  c o m p u t a t i o n a l  b i o l o g y
o r  b i o i n f o r m a t i c s  a n n u a l l y  w i t h  t h e  A c c o m p l i s h m e n t s  b y  a  S e n i o r  S c i e n t i s t  A w a r d .  T h i s  i s  t h e  h i g h e s t  a w a r d
b e s t o w e d  b y  I S C B  i n  r e c o g n i t i o n  o f  a  s c i e n t i s t ’ s  s i g n i f i c a n t  r e s e a r c h ,  e d u c a t i o n ,  a n d  s e r v i c e  c o n t r i b u t i o n s .  P e e r
B o r k ,  D i r e c t o r  o f  E M B L  H e i d e l b e r g  ( S c i e n t i f i c  A c t i v i t i e s ) ,  i s  b e i n g  r e c o g n i z e d  w i t h  t h e  2 0 2 1  A c c o m p l i s h m e n t  b y  a
S e n i o r  S c i e n t i s t  A w a r d .  H e  w i l l  r e c e i v e  h i s  a w a r d  a n d  p r e s e n t  a  k e y n o t e  a d d r e s s  a t  t h e  2 0 2 1  J o i n t  I n t e l l i g e n t
S y s t e m s  f o r  M o l e c u l a r  B i o l o g y  ( I S M B ) /  E u r o p e a n  C o n f e r e n c e  o n  C o m p u t a t i o n a l  B i o l o g y  ( E C C B )  b e i n g  h e l d
v i r t u a l l y  o n  J u l y  2 5 - 3 0 ,  2 0 2 1 .

P e e r  B o r k
From  Behind  the  Wall  to  the  Microbiome

Peer  Bork  grew  up  in  Berl in ,  East  Germany

before  the  fa l l  of  the  Berl in  Wall .  Bork  was

interested  in  math  as  a  young  student  and

his  math  teacher  encouraged  him  to  jo in  the

chess  club  and  compete  in  Math  Olympiad,

for  which  he  eventual ly  competed  at  a

national  level .  Bork  was  most  interested  in

logic  because  he  enjoyed  deducing

mathematical  concepts,  and  his  early

interest  in  math  helped  him  to  gain  entry

into  a  special ized  math  school  for  9th -12th

class.  He  was  also  a  consummate  reader  and

devoured  books  that  explained  biological

phenomena  l ike  photosynthesis .  Bork

considered  studying  science  as  a  viable

career  path,  as  he  recal led,  “ I  was  always  a

curious  person  that  used  analyt ical  thinking,

and  having  grown  up  in  East  Germany,

science  was  an  area  where  I  hoped  that  I

could  st ick  to  facts  with  l imited  impact  of

pol i t ical  propaganda.”  He  attended  the

special ized  math  school  in  the  early  1980 ’s,

where  he  was  f i rst  exposed  computer

programming  through  t ra ining  on  a  Russian

computer  that  was  nearly  the  size  of  a  car .

Soon  after ,  PCs  were  avai lable  in  East

Germany,  and  Bork  had  his  f i rst  experience

using  computat ion  to  solve  a  biological

problem  as  a  young  graduate  student  at  the

Universi ty  of  Leipzig.  He  said,  “ In  a

pract icum  during  my  biochemistry  studies,  I

successful ly  optimized  the  commercial

production  of  certain  NADH -dependent

dehydrogenases  in  a  fermenter  by

computat ional ly  simulat ing  react ion

equations.”   This  experience  helped  him  

develop  a  project  for  his  computat ional

diploma  (equivalent  to  a  master ’s  degree )  work

in  1987,  in  which  he  worked  to  understand  the

evolut ion  of  enzyme  cofactor  binding  domains

in  the  context  of  substrate  binding  and

turnover .  He  recal led,  “For  this  I  had  to  col lect

sequences  of  those  enzymes,  search  emerging

sequence  databases,  al ign  them  using  early

mult iple  al ignment  tools ,  and  extend  my  mini -

dataset  by  doing  homology  searches  using  a

self -designed  and  sel f -coded  (with  a

col league )  sequence  pattern  approach.  The

respect ive  research  f ie ld  around  sequence

analysis  was  st i l l  small ,  but  the  databases

expanded  rapidly ,  and  i t  was  enjoyable  to  get

to  biological  novelty  quickly  by  using

homology  inferences  (e.g. ,  binding  si te

predict ion ) ,  ident i fy ing  novel  protein  domains,

or  broadening  exist ing  ones  using  sequence

signatures.  I t  was  not  uncommon  to  get  results

suff ic ient  for  a  good  scient i f ic  paper  within  a

week  or  so,  and  as  a  byproduct ,  one  could

learn  a  lot  about  molecular  biology  while

reading  the  papers  around  the  publ ished

protein  sequences.  I  was  fascinated  by  the

independent  evolut ion  of  such  domains,  and  I

shi f ted  focus  f rom  enzymatic  domains  to  more

mobile  ones  to  decipher  the  modular  LEGO

principle  of  building  blocks  for  protein

funct ion.  I  stored  the  domains  I  discovered

and /or  descr ibed  in  a  sel f -made  database.  This

was  rewarding  and  eff ic ient ,  and  I  soon  had

enough  mater ial  to  be  able  to  f inish  my  PhD  in

1.5  years .  With  this  experience,  I  was  already

an  expert  and  pioneer  in  a  quickly
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expanding  research  f ie ld  with  a  high  impact  on

biological  research.”  Bork ’s  PhD  experience

has  shaped  his  select ion  of  research  topics,  as

he  prefers  to  tackle  nascent  research  areas  for

which  l i t t le  is  known,  and  he  takes  a  more  data -

driven  rather  than  hypothesis -driven  approach,

thus  f reeing  him  of  lof ty  expectat ions  of

experimental  outcomes.  

and  is  director  of  the  Heidelberg  si te  since

2020.   Bork  has  made  many  meaningful

contr ibut ions  to  bioinformatics,  part icular ly

through  his  early  work  on  protein  domains

(SMART  database ) ,  genome  analysis  of  higher

eukaryotes,  work  on  methods  for  analysis  of

mutat ion  data  (PolyPhen )  and  large -scale

phylogeny  ( iToL ) ,  as  well  as  inventing  several

methods  for  inferr ing  gene /protein  networks

(STRING  database )  and  analysis  of  drugs  and

adverse  react ions  (STITCH  and  SIDER ) ,  and

his  recent  pioneering  microbiome  research.

Bork  continues  to  be  fascinated  with  this  f ie ld,

and  said,  “ I  moved  research  subfields  a  few

times  but  got  stuck  on  microbiomes  for  more

than  15  years ,  mostly  focusing  on  the  human

gut  microbiome.  I  witnessed  the  very

beginning  of  a  quickly  expanding  f ie ld  and

have  seen  i t  progress  to  medical  appl icat ions.

I  bel ieve  that  the  progress  of  the  gut

microbiome  research  towards  improving

human  health  can  be  paral leled  by  global

microbiomics  towards  planetary  health  and

this  is  a  fascinat ing  thought.  I t  seems  possible

to  get  a  census  and  understanding  of

molecular  and  cel lular  funct ions  and  their

evolut ion  for  our  entire  planet .  This  might

enable  a  much  better  evolut ionary

understanding  of  funct ions  and  help  in  the

development  of  appl icat ions  for

biotechnology,  but  also  towards  solving

societal  quest ions  l ike  antibiot ic  resistance

and  general  sustainabi l i ty .  I ’m  also  fascinated

by  the  ongoing  scient i f ic  revolut ion  in

structural  biology  towards  high  resolut ion

structures  of  entire  cel ls ,  enabled  by  cryoEM

technology.  This  wil l  be  yet  another

qual i tat ively  new  basel ine  understanding  with

plenty  of  pract ical  appl icat ions.”  
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Bork  credits  much  of  his  development  into  an

independent  researcher  to  his  mentorship

under  his  PhD  supervisor  Jens  Reich  (Berl in ) .

He  recounted,  “When  I  jo ined  his  group  in

1988,  he  was  one  of  the  leaders  of  the  pol i t ical

underground  movement  in  East  Germany,

short ly  before  the  wall  came  down.  He  was

under  constant  survei l lance  by  the  “Stasi ,”  and

it  was  unclear  whether  he  would  end  up  in

pr ison.  He  never  made  a  fuss  about  his  pol i t ical

standing,  and  at  work  he  encouraged  and

helped  me  without  micromanagement.  A  couple

of  years  later ,  he  was  a  runner -up  for  the

German  Federal  Presidency.  He  t reated

everybody  equal ly ,  was  a  knowledgeable  and

engaging  supervisor  and  supported  me,  even

during  unif icat ion,  when  everyone  at  my

inst i tute  lost  their  jobs  and  had  to  re -apply  for

the  few  new  posit ions.”  Reich  continued  to

mentor  Bork  and  other  students  despite  his

pol i t ical  duties  as  a  member  of  the  German

Parl iament  and  other  pursuits ,  including

writ ing  essays  for  newspapers  and  authoring

non -scient i f ic  books.  Bork  also  valued  the

academic  guidance  that  grew  out  of  his  work

with  Russel l  Dooli t t le ,  a  world - renowned

evolut ionary  biologist  and  biochemist  at  the

Universi ty  of  Cali fornia,  San  Diego,  and  said,

“[Dooli t t le ’s ]  enthusiasm,  wisdom  and  focus  on

important  things  ( for  him ) ,  as  well  as  his  use  of

storytel l ing  in  science  made  a  deep  impression

on  me  and  others ,  and  posit ively  inf luenced  my

social  ski l ls  and  devotion  to  science.”  

Bork  completed  his  Habil i tat ion  in  1995  at

Humboldt  Universi ty  in  Berl in .  He  had

concurrently  jo ined  EMBL  Heidelberg  in  1991,

became  Group  Leader  there  in  1995,  was

promoted  to  Head  of  a  unit  (equivalent  to

department )  in  2001,  served  addit ional ly  as

Strategic  Head  of  Bioinformatics  since  2011  

Like  many  scient ists ,  Bork  has  had  his  share  of

unexpected  f indings  that  have  changed  his

perspect ive  or  research  approach.  Bork

explained,  “ I  found  our  discovery  of

enterotypes,  that  is  the  strat i f icat ion  of  the

human  populat ion  into  microbial  community

types  surpr is ing,  as  we  could  not  real ly

explain  i t ,  and  I  think,  despite  tons  of

hypotheses,  st i l l  nobody  can  real ly  explain

this  observat ion.



Other  examples  against  my  own  expectat ion

were  phenotypic  patterns  that  were  strong

enough  to  pinpoint  molecular  mechanisms,

for  example  medical  drug  side  effects  we

could  use  for  drug  target  ident i f icat ion,  or

predict ions  of  which  human - targeted  drugs

also  impact  the  gut  microbiome.  Those

f indings  did  not  change  research  strategies

though,  just  encouraged  me  to  remain  open -

minded  in  pursuing  research.”  He  has

publ ished  over  600  manuscripts ,  many  of

which  are  highly  cited,  and  several  of  his  web

resources  have  stood  the  test  of  t ime,

including,  SMART,  STRING,  eggnog,  SIDER,

and  iToL,  due  to  an  internat ional  network  of

researchers  maintaining  and  further

developing  these,  often  led  by  group  alumni .  

Jesus  Galaz -Montoya

Emily  Kawabata

Kevin  Cohen

Nilson  Da  Rocha  Coimbra

Dr.  Lukeman  Shittu

Boyang  Ji
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Achil le  Zappa
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Clare  Sansom
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Bork  has  supported  the  bioinformatics

community  in  other  capacit ies ,  including

serving  as  a  Senior  Editor  of  Molecular

Systems  Biology  and  an  Editor ial  Advisory

Board  Member  of  PLOS  Computat ional

Biology  and  a  reviewer  for  interdiscipl inary

journals  including  Science  and  Cell .  He  has

organized  

numerous  EMBO  courses  and  has  remained

dedicated  to  nurtur ing  young  scient ists ,  for

which  he  was  recognized  with  the  2008

Nature  award  for  mentoring  in  science.  His

own  t ra ining  under  Reich  has  shaped  him  into

a  mentor  that  encourages  students  to  explore

dif ferent  f ie lds,  with  a  focus  on

contextual iz ing  these  f indings  with  other

observat ions.  Bork  considers  i t  important  to

share  in  strategic  aspects  of  projects  and

encourages  students  to  chart  their  own  paths

and  present  their  work  to  the  greater

scient i f ic  community .  

Bork  has  buil t  his  scient i f ic  career  on

explor ing  dif ferent  subfields  and  methods,

and  he  great ly  appreciates  his  recognit ion

with  the  2021  Accomplishment  by  a  Senior

Scient ist  Award  as  i t  is  conferred  by  his

bioinformatics  peers  for  his  many  var ied

contr ibut ions  to  the  f ie ld.  



2 0 2 1  O U T S T A N D I N G  C O N T R I B U T I O N S  T O  I S C B  A W A R D
T E R E S A  A T T W O O D  

T h e  O u t s t a n d i n g  C o n t r i b u t i o n s  t o  t h e  I n t e r n a t i o n a l  S o c i e t y  f o r  C o m p u t a t i o n a l  B i o l o g y  ( I S C B )  A w a r d  w a s  i n i t i a t e d  i n
2 0 1 5  t o  r e c o g n i z e  m e m b e r s  w h o  h a v e  m a d e  b e n e f i c i a l  a n d  l a s t i n g  c o n t r i b u t i o n s  t o  t h e  S o c i e t y  t h r o u g h  t h e i r
l e a d e r s h i p ,  s e r v i c e ,  a n d  e d u c a t i o n a l  w o r k ,  o r  a  c o m b i n a t i o n  o f  t h e s e  t h r e e  a r e a s .  T e r e s a  ( T e r r i )  A t t w o o d ,  P r o f e s s o r
e m e r i t a  a t  t h e  S c h o o l  o f  C o m p u t e r  S c i e n c e ,  T h e  U n i v e r s i t y  o f  M a n c h e s t e r  i s  t h e  2 0 2 1  O u t s t a n d i n g  C o n t r i b u t i o n s  t o
I S C B  w i n n e r .  S h e  w i l l  r e c e i v e  h e r  a w a r d  a t  t h e  2 0 2 1  J o i n t  I n t e l l i g e n t  S y s t e m s  f o r  M o l e c u l a r  B i o l o g y  ( I S M B ) /  E u r o p e a n
C o n f e r e n c e  o n  C o m p u t a t i o n a l  B i o l o g y  ( E C C B )  b e i n g  h e l d  v i r t u a l l y  o n  J u l y  2 5 - 3 0 ,  2 0 2 1 .

T e r e s a  A t t w o o d  
A  Voice  for  Bioinformatics  Education

Attwood  has  spent  much  of  her  career  as  a

champion  of  the  bioinformatics  education

community .  After  complet ing  her  PhD  in

Biophysics  at  the  Universi ty  of  Leeds  in  just

two  years ,  she  was  awarded  a  prest igious

Royal  Society  Universi ty  Research

Fel lowship  (1993 -2002 )  and  was  also  a

vis i t ing  fel low  at  the  European

Bioinformatics  Inst i tute  (EMBL -EBI ) .  In  2001,

she  rose  to  Chair  of  Bioinformatics  at  the

School  of  Computer  Science  at  the

Universi ty  of  Manchester .  Attwood

recognized  the  cri t ical  importance  of

bioinformatics  education  for  the  greater

scient i f ic  community  and  coauthored  one  of

the  f i rst  bioinformatics  textbooks  with  David

Parry -Smith,  as  well  as  two  other  educational

texts  coauthored  with  Paul  Higgs,  and  with

Steve  Pett i fer  and  Dave  Thorne.

She  continued  her  bioinformatics  education

and  t ra ining  advocacy  by  serving  as  a  member

of  the  ISCB  Education  Committee  and  as  an

ISCB  Board  Member  (2013 -2016 ) .  During  her

service  as  a  Board  member,  Attwood  was  also

Chair  of  GOBLET  (Global  Organizat ion  for

Bioinformatics  Learning,  Education  and

Training )  and  worked  closely  with  Fran

Lewitter  to  better  coordinate  the  object ives

and  act iv i t ies  of  these  two  organizat ions  to

meet  the  surging  worldwide  demand  for

bioinformatics  t ra ining.  They  succeeded  in

incorporat ing  bioinformatics  education  and

training  into  the  ISMB  program  through  the

formation  of  the  Education  Community  of

Special  Interest  (COSI )  and  brought

bioinformatics  tutor ials  to  other  conferences

through  the  support  of  ISCB.  Attwood

acknowledges  that  Lewitter ’s  shared  passion

for  bioinformatics  education  and  her  desire  to

work  together  harmoniously  were  essential  to

their  shared  success  in  advancing  their

bioinformatics  and  t ra ining  in i t iat ives.  

Attwood  is  recently  ret i red  f rom  the  Universi ty

of  Manchester  and  has  deeply  appreciated  her

ISCB  involvement.  She  said,  “ I  valued  my

membership  in  ISCB  for  creat ing  my  f i rst

‘bioinformatics  home ’ ,  bringing  opportunit ies

to  meet  l ike -minded  people  and  to  become

part  of  a  community .  These  early  experiences

provided  the  springboard  for  embracing  a

hugely  diverse  worldwide  community ,  learning

about  their  bioinformatics  t ra ining  needs,  their

chal lenges,  and  their  innovat ive  solut ions.  
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Attwood  is  an  esteemed  ISCB  member  who

has  advocated  for  bioinformatics  education

through  her  years  of  service  with  ISCB  and

the  greater  bioinformatics  and

computat ional  biology  communit ies .

Attwood  f i rst  became  aware  of  ISCB  when

she  attended  the  1997  ISMB  meeting  in

Halkidiki ,  and  she  soon  became  a  regular

ISMB  attendee,  as  i t  was  one  of  the  few

meetings  focused  on  bioinformatics.  She  was

especial ly  interested  in  incorporat ing

bioinformatics  education  into  ISMB  and

contr ibuted  to  the  one -day  satel l i te  meeting

cal led  the  Workshops  on  Education  in

Bioinformatics  (WEB )  that  launched  in  2001.



Those  f i rst  steps  paved  the  way  for  working

with  col leagues  to  create  a  var iety  of

bioinformatics  t ra ining  mater ials ;  to  create

the  GOBLET  Foundation  and  establ ish  the

Education  COSI ;  to  build  the  foundations  of

the  bioinformatics  t ra ining  strategy  of  ELIXIR

(Europe ’s  data  infrastructure ) ,  and  to

contr ibute  to  the  development  of  i ts  t ra ining

portal  (TeSS )  and  i ts  Train - the -Trainer

program ;  and  to  become  involved  with  many

other  bioinformatics  t ra ining  programmes

and  in i t iat ives  worldwide.  Ult imately ,  these

opportunit ies  opened  doors  to  work  with

high  school  teachers,  and  to  create  mater ials

and  resources  to  help  plug  gaps  in  their

bioinformatics  t ra ining  needs.  I t  has  been

immensely  grat i fy ing  to  be  able  to  work  with,

and  to  learn  f rom,  such  experienced,

support ive,  and  cherished  col leagues  across

these  var ied  educational  contexts .  Engaging

with  them  to  steer  t ra ining  projects  within

internat ional  societ ies  and  foundations

( ISCB,  ISB,  SEB,  EMBnet,  ELIXIR,  GOBLET

and  H3ABioNet  to  name  but  a  few )  taught  me

a  lot .”

Attwood  encourages  junior  scient ists  and

trainees  to  seek  out  service  opportunit ies

both  to  broaden  their  horizons  and  to  build

their  networks.  She  appreciates  how

involvement  in  professional  societ ies  l ike

ISCB  gave  her  valuable  opportunit ies  to

serve  on  working  groups,  task  forces,  and

committees,  and  urges  other  young

scient ists  to  get  involved  in  areas  that  “st i r

their  hearts .”  Attwood  has  deeply  valued  the

experiences  that  arose  f rom  her  service  to

ISCB,  but  she  has  most  t reasured  the

decades - long  relat ionships  that  have  been

bui l t  on  t rust  and  mutual  respect  and

continue  to  be  of  great  benefi t  even  in

ret i rement.   
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2 0 2 1  I S C B  O V E R T O N  P R I Z E
B A R B A R A  E N G E L H A R D T

E a c h  y e a r  t h e  I n t e r n a t i o n a l  S o c i e t y  f o r  C o m p u t a t i o n a l  B i o l o g y  ( I S C B )  r e c o g n i z e s  t h e  a c h i e v e m e n t s  o f  a n  e a r l y  t o
m i d - c a r e e r  s c i e n t i s t  w i t h  t h e  O v e r t o n  P r i z e .  T h i s  p r i z e  h o n o r s  t h e  u n t i m e l y  d e a t h  o f  D r .  G .  C h r i s t i a n  O v e r t o n ,  a
r e s p e c t e d  c o m p u t a t i o n a l  b i o l o g i s t  a n d  f o u n d i n g  I S C B  B o a r d  m e m b e r .  T h e  O v e r t o n  P r i z e  h o n o r s  i n d e p e n d e n t
i n v e s t i g a t o r s  w h o  a r e  i n  t h e  e a r l y  t o  m i d d l e  p h a s e s  o f  t h e i r  c a r e e r s  a n d  h a v e  m a d e  s i g n i f i c a n t  c o n t r i b u t i o n s  t o
c o m p u t a t i o n a l  b i o l o g y  t h r o u g h  r e s e a r c h ,  t e a c h i n g ,  a n d  s e r v i c e .

I S C B  i s  p l e a s e d  t o  r e c o g n i z e  D r .  B a r b a r a  E n g e l h a r d t ,  A s s o c i a t e  P r o f e s s o r  o f  C o m p u t e r  S c i e n c e  a t  P r i n c e t o n
U n i v e r s i t y ,  a s  t h e  2 0 2 1  w i n n e r  o f  t h e  O v e r t o n  P r i z e .  S h e  w i l l  r e c e i v e  h e r  a w a r d  a n d  p r e s e n t  a  k e y n o t e  a d d r e s s  a t
t h e  2 0 2 1  J o i n t  I n t e l l i g e n t  S y s t e m s  f o r  M o l e c u l a r  B i o l o g y  ( I S M B ) /  E u r o p e a n  C o n f e r e n c e  o n  C o m p u t a t i o n a l  B i o l o g y
( E C C B )  b e i n g  h e l d  v i r t u a l l y  o n  J u l y  2 5 - 3 0 ,  2 0 2 1 .

B a r b a r a  E n g e l h a r d t
A  Winding  Road  that  Leads  to  Statist ics

Engelhardt  grew  up  in  New  York  City  and

recal led  that  her  early  encounters  with  math

were  rather  f rustrat ing.  She  had  been  placed

in  a  remedial  t rack  in  math  unti l  her  f i f th -

grade  teacher ,  Ms.  Dorian,  told  her,  “ I f  I  can ’ t

read  your  work,  I  can ’ t  grade  you  well .”  From

that  moment,  Engelhardt  was  able  to  express

her  mathematical  prowess  more  clear ly  and

excel led  in  upper - level  mathematics  classes

through  high  school ,  including  recognit ion

with  two  coveted  math  awards.  As  a

freshman  at  Stanford  Universi ty ,  Engelhardt

enrol led  in  the  chal lenging  honors  math

ser ies,  but  she  was  less  than  enchanted  with

the  heavy  focus  on  theoret ical  math.  She

also  took  her  f i rst  computer  science  class

and  recal led,  “Everything  cl icked.  I t  was  less

about  proving  things  in  math  and  more

about  logic  and  reasoning  with  math.”

Engelhardt ’s  next  mind -opening  experience

occurred  when  she  took  a  machine  learning

class  taught  by  Prof  Daphne  Koller ,  a  new

hire  to  the  Computer  Science  department,

that  brought  together  many  topics  that

interested  her,  including  Bayesian  networks

and  l inear  regression.  Engelhardt  went  on  to

TA  for  Koller  and  complete  an  MS  in

Computer  Science  under  her  mentorship.

She  then  took  a  posit ion  at  the  Jet

Propulsion  Laboratory  (JPL )  for  two  years ,

just  as  many  of  her  peers  were  gett ing

recruited  to  Google,  which  was  a  l i t t le -

known  startup  at  the  t ime.  

Without  a  PhD,  Engelhardt  learned  she  would

have  l imited  opportunit ies  for  advancement

at  JPL,  so  she  appl ied  to  grad  school  and

landed  at  the  Universi ty  of  Cali fornia,

Berkeley.  She  t ra ined  under  Prof  Michael

Jordan,  who  not  only  guided  her  on  her

academic  pursuits  but  taught  her  valuable

lessons  in  mentorship  and  how  to  see  “both

the  forest  and  the  t rees.”  Engelhardt  fondly

recal ls  the  famous  group  meetings  that

Jordan  organized  with  his  lab  during  which

they  would  select  a  topic  to  learn  about  for

several  weeks  and  spend  hours  thinking

through  machine  learning  ideas  and  stat ist ics

concepts  at  great  depth,  even  i f  they

ult imately  abandoned  a  concept  they  had

considered  applying  to  a  research  project .

During  grad  school ,  Engelhardt  immersed

hersel f  in  stat ist ics  courses  and  came  to

real ly  appreciate  this  area  of  mathematics

because  of  the  abi l i ty  of  stat ist ical  methods

to  explore  data,  f ind  patterns,  and  solve

important  problems.  She  sought  out  a  PhD

project  focused  on  a  biological  problem  and

col laborated  with  Prof  Steven  Brenner ,

ult imately  leading  to  the  complet ion  of  her

dissertat ion  on  predict ing  protein  molecular

funct ion  in  2007.  During  her  t ime  at  Berkeley,

she  also  enjoyed  interact ing  with  Prof  Monty

Slatkin ’s  group,  f rom  which  she  learned  of  the

fascinat ing  connections  between  populat ion

genetics  and  stat ist ics .  

 |  page  16



Engelhardt  then  had  a  brief  st int  at  the

nascent  23andMe  and  went  on  to  be  a

postdoc  at  the  Universi ty  of  Chicago  under

the  advisement  of  Prof  Matthew  Stephens.

She  recal led,  “ [Stephens ]  constantly

chal lenged  me  and  the  other  people  he

mentored  to  understand  our  research  f rom

as  many  perspect ives  as  possible  to  be  able

to  best  explain  and  teach  the  ideas  to  others ,

but  also  because  he  is  a  genuinely  curious

person.”  During  her  postdoc,  she  performed

research  on  new  stat ist ical  approaches  for

associat ion  mapping  for  complex

phenotypes  and  to  ident i fy  populat ion

structure  in  genotype  data.  She  considers

her  postdoc  t ra ining  as  the  t ime  when  she

real ly  learned  how  to  think  as  a  Bayesian

stat ist ic ian.  Her  foundational  experiences  as

a  grad  student  and  postdoc  honed  her

perspect ive  on  data  science:  The  scient i f ic

quest ion  is  the  goal ,  and  the  methods  used

for  the  analysis  of  data  should  be  as  simple

as  possible  while  support ing  the  scient i f ic

goal  as  direct ly  as  possible.  

human  cohorts ,  and  medical  record  data.

With  her  group,  she  has  developed  many

valuable  methods  for  analyzing  and

understanding  single -cel l  genomic  data,

including  a  scalable  and  robust  approach  to

dimension  reduction  using  a  Gaussian

process  latent  var iable  model  (GPLVM )  with

t -distr ibuted  residuals .  Engelhardt  has  also

led  several  large  scale  mult i -discipl inary

col laborat ions,  including  making

foundational  contr ibut ions  to  the  Genotype -

Tissue  Expression  (GTEx )  Consort ium  and

working  with  the  Hospitals  of  the  Universi ty

of  Pennsylvania  to  develop  models  for  real -

t ime  hospital  patient  data,  including  vital

s igns  and  lab  results ,  that  can  forecast  these

values  several  days  in  advance.  Throughout

her  research,  she  has  sometimes  come  upon

negative  results  that  lead  her  projects  in

dif ferent  direct ions,  including  a  recent

observat ion  that  she  could  not  real ly  detect

di f ferences  in  outcome  between  black  and

white  hospital ized  COVID -19  patients  but  did

f ind  a  f ive -year  average  age  gap  between

these  cohorts .  She  has  come  to  value

negative  f indings  in  a  dif ferent  way  and  said,

“But  instead  of  tossing  the  work,  I  think

“Well ,  that ’s  interest ing.  I  wonder  why  our

results  don ’ t  match  common  knowledge  in

this  domain.  What  does  this  negative  result

mean?”  This  thought  process  has  led  my

group  to  some  of  our  best  work.  These

stor ies  take  a  long  t ime  to  play  out

sometimes,  much  to  the  f rustrat ion  of  the

students  working  on  them,  but  they  are  often

worth  the  investment.  Also,  sometimes  these

fol low  up  quest ions  don ’ t  require  new  ta i lor -

made  models  and  methods  to  f ind  the  source

of  the  result ;  instead,  asking  for  feedback

from  other  scient ists  and  being  clever  about

how  to  test  alternat ive  hypotheses  is  the

most  insightful  way  forward.  My  favor i te

research  direct ions  are  ones  in  which  every

dangl ing  str ing  is  pulled  –  whether  for

methods  development,  biological  quest ions,

or  hypothesis  test ing.”Engelhardt  has

expanded  her  research  scope  dramatical ly  as

an  establ ished  PI ,  which  she  attr ibutes  to  
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Engelhardt  launched  her  career  as  an

independent  researcher  in  2011  when  she

took  a  posit ion  as  a  vis i t ing  research

scient ist  at  Duke  Universi ty ’s  Biostat ist ics

and  Bioinformatics  Department  and  was  then

hired  as  an  assistant  professor .  She  put  her

training  to  work  as  she  sorted  through  what

works  and  what  does  not  work  in  Bayesian

stat ist ics .  During  this  period,  Engelhardt

appl ied  stat ist ical  models  to  complex

phenotype  associat ion  studies,  dif ferent ial

gene  expression  analysis ,  and  RNA

sequencing  (RNA -seq )  data  to  better

understand  mechanisms  of  human  disease.

In  2014,  Engelhardt  jo ined  the  Computer

Science  Department  at  Princeton  Universi ty ,

and  she  received  tenure  there  in  2018.  She

has  buil t  a  research  program  focused  on

developing  stat ist ical  models  and  machine

learning  methods  to  analyze  biomedical

data,  with  a  focus  on  ident i fy ing  and

character iz ing  complex  associat ions,

sequential  decis ion  making,  and  predict ing

the  effects  of  perturbat ions  in  single -cel l

data,  



having  students  who  are  interested  in

dif ferent  biological  problems.  She  said,  “The

wonderful  thing  about  working  in  stat ist ics

and  machine  learning  is  that  i t  is  possible  to

work  on  problem  domains  that  you  haven ’ t

tackled  before  by  f inding  the  r ight

col laborator  who  is  patient  with  your

learning  process  throughout  the

col laborat ion.  This  means  that  I ’ve  been  able

to  take  advantage  of  students ’  eagerness  to

work  in  medical  data  records,  sociology,

neuroscience,  bioengineering,  and

psychology  because  we  have  found  great

col laborators  and  the  students  to  drive  those

relat ionships.”
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Engelhardt  has  been  recognized  for  her

r igorous  and  creat ive  stat ist ical  approaches

with  several  awards  and  recognit ions,

including  an  NSF  CAREER  Award  and  Sloan

Faculty  fel lowship.  As  a  PI ,  she  most

treasures  her  work  in  mentoring  students

and  postdocs,  and  she  has  adapted  the

posit ive  experiences  she  had  as  a  t ra inee  to

her  mentoring  approach,  including  t reat ing

each  person  as  a  unique  individual  and

foster ing  independence  as  well  as

col laborat ion.  Outside  of  the  lab,  she  has

served  the  computat ional  biology  and

greater  biomedical  communit ies  in  several

ways,  including  service  as  the  Diversi ty  &

Inclusion  Co -Chair  for  the  Internat ional

Conference  on  Machine  Learning,  being  a

member  of  NIH  Advisory  Committee  to  the

Director  Working  Group  on  Art i f ic ial

Intel l igence,  working  as  a  co -organizer  for

numerous  workshops  and  meetings,  and

serving  as  an  associate  editor  for  the  Annals

of  Applied  Stat ist ics .  

Engelhardt  feels  t remendously  honored  to

be  selected  for  the  Overton  Prize,  especial ly

since  she  looks  to  so  many  of  the  previous

Overton  Prize  winners.  She  also

acknowledges  that  the  work  she  has  been

recognized  for  would  not  be  possible

without  the  dif f icult  and  creat ive  work

carr ied  out  by  her  students  and  postdocs.  





Welcome to Virtual 
ISMB/ECCB 2021
On  behalf  of  the  organizing  committee  of

ISMB /ECCB  2021  and  the  Board  of  Directors

of  the  Internat ional  Society  for

Computat ional  Biology  ( ISCB )  we  wish  you  a

very  warm  and  appreciat ive  welcome.

Though  we  real ize  nothing  replaces  being  in

person,  this  new  vir tual  landscape  buil t  on

the  success  and  lessons  learned,  is  sure  to

help  recreate  what  the  ISMB /ECCB

conference  al l iance  has  become

synonymous  with  col laborat ion,  foster ing

fresh  dialogue,  and  providing  innumerable

learning  opportunit ies  al l  f rom  the  comfort

of  your  sofa  or  desk  chair .   We  wil l  al l  miss

the  architecture  and  history  of  what  would

have  been  an  amazing  in -person  experience

in  Lyon  but  this  vir tual  gathering  promises  to

be  an  inventive  and  thought -provoking

conference  for  al l  attendees!   
Creat ing  the  core  of  the  scient i f ic  program

are  the  ISCB ’s  Communit ies  of  Special

Interest  (COSIs ) ,  enabl ing  intensi f ied

community  involvement  and  bolster ing  i ts

reputat ion  as  a  conference  with  a  strong

scient i f ic  and  technical  program,  which

showcases  the  best  internat ional

developments  in  the  f ie ld.  ISMB /ECCB  2021

is  showcasing  21  COSIs  with  major

computat ional  biology  themes  ensuring  you

can  connect  more  easi ly  to  researchers

sharing  common  interests  and  come

together  and  l is ten  to  excit ing  new

developments  in  your  f ie ld.  These

communit ies  each  run  their  respect ive

sessions  (COSI  t racks  or  workshops )  as  part

of  the  conference.  You  wil l  have  the

opportunity  to  attend  any  of  these  sessions,

choosing  the  presentat ions  of  most  interest

to  you,  l ive  or  as  on -demand  sessions.

Al l  of  the  sessions  wil l  be  on  a

predetermined  broadcast  schedule.  You  can

browse  the  schedule  at  your  le isure  and

even  mark  the  talks  that  you  are  most

interested  in  seeing.  I f  you  miss  something,

don ’ t  worry!  You  wil l  be  able  to  access  this

platform  unti l  November  30,  2021,  and  al l  of

the  talks  (and  the  vir tual  poster  hal l )

presented  wil l  be  avai lable  on -demand  to

watch  at  your  convenience.
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Each  day  of  the  conference  includes

outstanding  keynote  lectures,  technical

talks ,  talks  f rom  the  publ ished  conference

proceedings  in  Bioinformatics,  addit ional

publ ished  and  unpubl ished  talks

thematical ly  organized  in  the  COSI  t racks,  a

var iety  of  workshops,  special  sessions,  equal

opportunit ies  act iv i t ies ,  a  students

organized  symposium,  a  vir tual  exhibit ion

hal l ,  l ive  poster  presentat ion  room,  and  ful ly

interact ive  poster  sessions.  The  structure  is

intended  to  bring  a  new  energy  and  f low  to

the  conference  by  center ing  i t  thematical ly

around  the  vibrant  ISCB  COSIs.  Further ,  with

the  COSIs  more  central  to  the  conference,

networking  within  and  between  the  scient i f ic

communit ies  is  great ly  enhanced.

As  is  the  goal  every  year ,  ISMB /ECCB  wil l  aim

to  bring  together  scient ists  f rom  computer

science,  molecular  biology,  mathematics,

stat ist ics  and  related  f ie lds,  and  to  provide

an  intense  mult idiscipl inary  forum  for

disseminat ing  the  latest  developments  in

bioinformatics /computat ional  biology  in  a

virtual  environment.   



We,  of  course,  want  to  extend  our

appreciat ion  to  our  conference  sponsors  and

exhibitors  for  their  ongoing  support  during

these  t ry ing  t imes.  This  year ’s  vir tual

exhibit ion  sect ion  wil l  be  a  key  feature  for

attendees  to  learn  more  about  publ ishing

opportunit ies ,  services,  tools ,  and  job

openings.

Final ly ,  we  wish  you  al l  a  great  vir tual

conference  experience!  Enjoy  ISMB /ECCB

2021!

 

Yours  sincerely ,

Conference  Co -Chairs

3  r e n o w n e d  K e y n o t e  s p e a k e r s
3  K e y n o t e  a d d r e s s e s  f r o m  t h e  2 0 2 1  I S C B
A w a r d  W i n n e r s
T r a i n i n g  w o r k s h o p s  a n d  t u t o r i a l s
 S t u d e n t  C o u n c i l  S y m p o s i u m
 L i v e  a n d  o n - d e m a n d  s e s s i o n s  t o  b e n e f i t
a t t e n d e e s  f r o m  a l l  t i m e  z o n e s
6 0 0 +  s c i e n t i f i c  t a l k s
L i v e  q u e s t i o n  a n d  a n s w e r  f e a t u r e  t o
e n g a g e  w i t h  t h e  s p e a k e r  d u r i n g  s e s s i o n s
L i v e  c h a t  f e a t u r e  t o  e n g a g e  w i t h  o t h e r
p a r t i c i p a n t s  w i t h i n  y o u r  s e s s i o n  r o o m
D e d i c a t e d  t i m e  f o r  r e s e a r c h  p r e s e n t a t i o n
w i t h i n  t h e  R e s e a r c h  E x c h a n g e  F o r u m
( f o r m e r l y  P o s t e r  H a l l )
A b i l i t y  t o  m a k e  n e w  c o n n e c t i o n s  w h e n
u t i l i z i n g  t h e  a t t e n d e e  p r o f i l e  a n d  m a t c h
m a k e r  f e a t u r e s
S c h e d u l e  o n e - o n - o n e  t i m e  w i t h  s p e a k e r s ,
p o s t e r  p r e s e n t e r s ,  e x h i b i t o r s ,  a n d
s p o n s o r s  t o  l e a r n  m o r e  a b o u t  t h e i r  w o r k ,
p r o d u c t s ,  o r  s e r v i c e s
E x c l u s i v e  a c c e s s  t o  t h e  I S M B / E C C B  2 0 2 1
o n - d e m a n d  r e p o s i t o r y  o f  t a l k s  a n d  p o s t e r
p r e s e n t a t i o n s  f o r  v i e w i n g  a t  y o u r  l e i s u r e
a f t e r  c o n f e r e n c e  d a t e s

Though  we  real ize  nothing  replaces  t ry ing  to

run  across  a  convention  center  between

sessions,  ISCB  is  making  every  effort  to

create  a  vir tual  experience  that  mirrors  an  in -

person  experience  but  with  less  sore  feet  at

the  end  of  the  day.  

The  vir tual  platform  of  the  conference  wil l

foster  f resh  dialogues,  col laborat ion,  and

learning  opportunit ies .   
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We  want  to  acknowledge  al l  the  chairs  of

the  Proceedings,  COSIs,  COVID -19,

Technology  Track,  Travel  Fel lowship,

Tutor ials ,  and  Student  Counci l  Symposium

committees.  Their  dedicat ion  and

leadership  during  this  t ime  has  been

invaluable  in  offer ing  to  you  an  insightful ,

relevant ,  and  cutt ing -edge  program.

R i t a  C a s a d i o
Marie-France

Sago t

Jacque s  Van

He ld en



C O N F E R E N C E  C O - C H A I R
J a c q u e s  V a n  H e l d e n
Aix -Marsei l le  Universi té  (AMU ) ,

Marsei l le ,  France

S t e v e n  L e a r d ,  ISMB  Conference  Director ,  Canada

T o r s t e n  S c h w e d e ,  ECCB  Liaison,  Biozentrum,  Universi ty

of  Basel  &  SIB  Swiss  Inst i tute  of  Bioinformatics

Switzer land

Scientific Organizing Committee
CONFERENCE CHAIRS

C O N F E R E N C E  C O - C H A I R
M a r i e - F r a n c e  S a g o t
French  Inst i tute  for  Research  in

Computer  Science  and

Automation  ( INRIA ) ,

Universi ty  of  Lyon,  France

ISMB/ECCB 2021 STEERING COMMITTEE
R i t a  C a s a d i o ,  Conference  Co -chair ,  Universi ty  of

Bologna,  I ta ly

C h r i s t o p h e  D e s s i m o z ,  Universi ty  of  Lausanne ;  Universi ty

Col lege  London ;  Swiss  Inst i tute  for  Bioinformatics,

Switzer land

B r u n o  G a e t a ,  ISCB  Treasurer ,  Universi ty  of  New  South

Wales,  Austral ia

J a n e t  K e l s o ,  ISCB  Conference  Advisory  Counci l  Co -

chair ,  Max  Planck  Inst i tute  for  Evolut ionary

Anthropology,  Germany

D i a n e  E .  K o v a t s ,  ISCB  Chief  Executive  Off icer ,

United  States

T h o m a s  L e n g a u e r ,  ISCB  Past -President ,  Max  Planck  Inst i tute  for

Informatics,  Germany

C h r i s t i n e  O r e n g o ,  ISCB  President ,  Universi ty  College

London,  United  Kingdom

T e r e s a  M .  P r z y t y c k a ,  NCBI,  NLM,  NIH,  United  States

P a t  R o d e n b u r g ,  Conference  Administrator ,  Canada

M a r i e - F r a n c e  S a g o t ,  Conference  Co -chair ,  Claude

Bernard  Universi ty ;  French  Inst i tute  for  Research  in

Computer  Science  and  Automation  ( INRIA ) ;  Universi ty  of

Lyon,  France

PROCEEDINGS COMMITTEE
PROCEEDINGS CO-CHAIRS
C h r i s t o p h e  D e s s i m o z ,  Universi ty  of  Lausanne ;  Swiss  

Inst i tute  for  Bioinformatics,  Switzer land

T e r e s a  M .  P r z y t y c k a ,  NCBI,  NLM,  NIH,  United  States

AREA CHAIRS

BIOINFORMATICS EDUCATION

BIOINFORMATICS OF MICROBES AND MICROBIOMES

BIOMEDICAL INFORMATICS

EVOLUTIONARY, COMPARATIVE, AND POPULATION GENOMICS

GENOME PRIVACY AND SECURITY

GENOMIC SEQUENCE ANALYSIS

MACROMOLECULAR SEQUENCE, STRUCTURE, AND FUNCTION

REGULATORY AND FUNCTIONAL GENOMICS

SYSTEMS BIOLOGY AND NETWORKS

S a r a h  L .  M o r g a n ,  E M B L - E B I ,  U n i t e d  K i n g d o m
R u s s e l  S c h w a r t z ,  C a r n e g i e  M e l l o n  U n i v e r s i t y ,  U n i t e d  S t a t e s

B e r n h a r d  R e n a r d ,  H a s s o  P l a t t n e r  I n s t i t u r e
H é l è n e  T o u z e t ,  CNRS,  CRIStAL,  France

M a r i a  S e c r i e r ,  U n i v e r s i t y  C o l l e g e  L o n d o n ,  U n i t e d  K i n g d o m
M a r i n k a  Z i t n i k ,  H a r v a r d  U n i v e r s i t y ,  U n i t e d  S t a t e s

D a n n i e  D u r a n d ,  C a r n e g i e  M e l l o n  U n i v e r s i t y ,  U n i t e d  S t a t e s
W a t a r u  I w a s a k i ,  U n i v e r s i t y  o f  T o k y o ,  J a p a n

B o n n i e  B e r g e r ,  M a s s a c h u s e t t s  I n s t i t u t e  o f  T e c h n o l o g y ,  U n i t e d
S t a t e s

C a n  A l k a n ,  B i l k e n t  U n i v e r s i t y ,  T u r k e y
A d a m  P h l i l i p p y ,  N I H ,  U n i t e d  S t a t e s

Y a n n  P o n t y ,  C N R S / L I X ,  P o l y t e c h n i q u e ,  F r a n c e  
J i n b o  X u  ,  T o y o t a  T e c h n o l o g i c a l  I n s t i t u t e  a t  C h i c a g o ,  U n i t e d
S t a t e s

S h a u n  M a h o n y ,  Penn  State,  United  States

Y v a n  S a e y s ,  V I B  G h e n t ,  B e l g i u m

L a u r e n t  J a c o b ,  C N R S ,  F r a n c e
T a m e r  K a h v e c i ,  U n i v e r s i t y  o f  F l o r i d a ,  U n i t e d  S t a t e s
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C O N F E R E N C E  C O - C H A I R
R i t a  C a s a d i o
Universi ty  of  Bologna

Italy

J a c q u e s  V a n  H e l d e n ,  Conference  Co -chair ,  Aix -Marsei l le

Universi té  (AMU ) ,  France

GENERAL COMPUTATIONAL BIOLOGY
M o h a m m e d  E l - K e b i r ,  U n i v e r s i t y  o f  I l l i n o i s ,  U n i t e d  S t a t e s
C a g a t a y  T u r k a y ,  U n i v e r s i t y  o f  W a r w i c k ,  U n i t e d  K i n g d o m



3D-SIG: STRUCTURAL BIOINFORMATICS AND COMPUTATIONAL
BIOPHYSICS

I r i s  A n t e s ,  T e c h n i c a l  U n i v e r s i t y  o f  M u n i c h ,  G e r m a n y
D o u g l a s  P i r e s ,  T h e  U n i v e r s i t y  o f  M e l b o u r n e ,  A u s t r a l i a  
R a f a e l  N a j m a n o v i c h ,  U n i v e r s i t y  o f  M o n t r e a l ,  C a n a d a

Scientific Organizing Committee

COSI TRACK LEADS & ABSTRACT CHAIRS

BIOINFO-CORE
I M a d e l a i n e  G o g o l ,  S t o w e r s  I n s t i t u t e ,  U n i t e d  S t a t e s
R o d r i g o  O r t e g a  P o l o ,  A g r i c u l t u r e  a n d  A g r i - F o o d  C a n a d a
A l b e r t o  R i v a ,  U n i v e r s i t y  o f  F l o r i d a ,  U n i t e d  S t a t e s

BIO-ONTOLOGIES
T i f f a n y  C a l l a h a n ,  U n i v e r s i t y  o f  C o l o r a d o  D e n v e r ,  U n i t e d  S t a t e s
R o b e r t  H o e h n d o r f ,  K i n g  A b d u l l a h  U n i v e r s i t y  o f  S c i e n c e  &
T e c h n o l o g y ,  S a u d i  A r a b i a

BIOVIS: BIOLOGICAL DATA VISUALIZATIONS
D a n i e l l e  A l b e r s  S z a f i r ,  U n i v e r s i t y  o f  C o l o r a d o  a t  B o u l d e r ,  U n i t e d
S t a t e s
J a n  B y š k a ,  Masaryk  University,  Czech  Republic

H e l e n a  J a m b o r ,  T U  D r e s d e n ,  G e r m a n y
C a g a t a y  T u r k a y ,  U n i v e r s i t y  o f  W a r w i c k ,  U n i t e d  K i n g d o m

CAMDA: CRITICAL ASSESSMENT OF MASSIVE DATA ANALYSIS
D a v i d  K r e i l ,  B o k u  U n i v e r s i t y  V i e n n a ,  A u s t r i a
J o a q u i n  D o p a z o ,  F u n d a c i ó n  P r o g r e s o  y  S a l u d ,  S p a i n
P a w e ł  P  Ł a b a j ,  A u s t r i a n  A c a d e m y  o f  S c i e n c e s ,  a n d  J a g i e l l o n i a n
U n i v e r s i t y ,  P o l a n d  
W e n z h o n g  X i a o ,  H a r v a r d  M e d i c a l  S c h o o l ,  U n i t e d  S t a t e s

COMPMS: COMPUTATIONAL MASS SPECTROMETRY
W o u t  B i t t r e m i e u x ,  U n i v e r s i t y  o f  C a l i f o r n i a  S a n  D i e g o ,  U n i t e d
S t a t e s
I s a b e l l  B l u d e a u ,  M a x  P l a n c k  I n s t i t u t e  o f  B i o c h e m i s t r y ,  G e r m a n y
L i n d s a y  P i n o ,  U n i v e r s i t y  o f  P e n n s y l v a n i a ,  U n i t e d  S t a t e s
T i m o  S a c h s e n b e r g ,  U n i v e r s i t y  o f  T ü b i n g e n ,  G e r m a n y

EDUCATION: COMPUTATIONAL BIOLOGY AND BIOINFORMATICS
EDUCATION AND TRAINING
A n n e t t e  M c G r a t h ,  A u s t r a l i a n  C o m m o n w e a l t h  S c i e n t i f i c  a n d
I n d u s t r i a l  R e s e a r c h  O r g a n i s a t i o n  ( C S I R O ) ,  A u s t r a l i a
P a t r i c i a  M .  P a l a g i ,  S I B  S w i s s  I n s t i t u t e  o f  B i o i n f o r m a t i c s ,
S w i t z e r l a n d
R u s s e l l  S c h w a r t z ,  C a r n e g i e  M e l l o n  U n i v e r s i t y ,  U n i t e d  S t a t e s

EVOLCOMPGEN: EVOLUTION & COMPARATIVE GENOMICS
E d w a r d  L .  B r a u n ,  U n i v e r s i t y  o f  F l o r i d a ,  U n i t e d  S t a t e s
J a n a n i  R a v i ,  M i c h i g a n  S t a t e  U n i v e r s i t y ,  U n i t e d  S t a t e s
G i l t a e  S o n g ,  P u s a n  N a t i o n a l  U n i v e r s i t y ,  K o r e a

FUNCTION: INCORPORATING CAFA 4: GENE AND PROTEIN 
FUNCTION ANNOTATION
I d d o  F r i e d b e r g ,  Iowa  State  University,  United  States

C a s e y  S .  G r e e n e ,  U n i v e r s i t y  o f  C o l o r a d o ,  U n i t e d  S t a t e s
S e a n  D  M o o n e y ,  U n i v e r s i t y  o f  W a s h i n g t o n ,  U n i t e d  S t a t e s
K i m b e r l y  R e y n o l d s ,  U n i v e r s i t y  o f  T e x a s  S o u t h w e s t e r n  M e d i c a l
C e n t e r ,  U n i t e d  S t a t e s
M a r k  W a s s ,  U n i v e r s i t y  o f  K e n t ,  U n i t e d  K i n g d o m
P r e d r a g  R a d i v o j a c ,  N o r t h e a s t e r n  U n i v e r s i t y ,  U n i t e d  S t a t e s

HITSEQ: HIGH THROUGHPUT SEQUENCING ALGORITHMS
& APPLICATIONS
C a n  A l k a n ,  B i l k e n t  U n i v e r s i t y ,  T u r k e y
A n a  C o n e s a ,  U n i v e r s i t y  o f  F l o r i d a ,  U n i t e d  S t a t e s
F r a n c i s c o  M .  D e  L a  V e g a ,  S t a n f o r d  U n i v e r s i t y ,  U n i t e d  S t a t e s
D i r k  E v e r s ,  D r .  D i r k  E v e r s  C o n s u l t i n g ,  G e r m a n y
G a n g  F a n g ,  M o u n t  S i n a i  S c h o o l  o f  M e d i c i n e ,  U n i t e d  S t a t e s
K j o n g  L e h m a n n ,  E T H - Z ü r i c h ,  S w i t z e r l a n d
L a y l a  O e s p e r ,  C a r l e t o n  C o l l e g e ,  U n i t e d  S t a t e s
G u n n a r  R ä t s c h ,  E T H - Z ü r i c h ,  S w i t z e r l a n d

IRNA: INTEGRATIVE RNA BIOLOGY
A t h m a  P a i ,  U n i v e r s i t y  o f  M a s s a c h u s e t t s  M e d i c a l  S c h o o l ,  U n i t e d
S t a t e s
K l e m e n s  H e r t e l ,  U C  I r v i n e ,  U n i t e d  S t a t e s
M i c h e l l e  S c o t t ,  U n i v e r s i t y  o f  S h e r b r o o k e ,  C a n a d a
Y o s e p h  B a r a s h ,  U n i v e r s i t y  o f  P e n n s y l v a n i a ,  U n i t e d  S t a t e s

MLCSB: MACHINE LEARNING IN COMPUTATIONAL AND
SYSTEMS BIOLOGY
C h r i s t o p h  L i p p e r t ,  U n i v e r s i t y  o f  P o t s d a m ,  G e r m a n y A n s h u l
K u n d a j e ,  S t a n f o r d  U n i v e r s i t y ,  U n i t e d  S t a t e s
G a b r i e l e  S c h w e i k e r t ,  D u n d e e  U n i v e r s i t y ,  S c o t l a n d

MICROBIOME
A a r o n  D a r l i n g ,  U n i v e r s i t y  o f  T e c h n o l o g y  S y d n e y ,  A u s t r a l i a
A l i c e  M c H a r d y ,  H e l m h o l t z  C e n t r e  f o r  I n f e c t i o n  R e s e a r c h ,  G e r m a n y  
A l e x a n d e r  S c z y r b a ,  B i e l e f e l d  U n i v e r s i t y ,  G e r m a n y
T h e a  V a n  R o s s u m ,  E M B L  H e i d e l b e r g ,  G e r m a n y
Z h o n g  W a n g ,  J o i n t  G e n o m e  I n s t i t u t e ,  U n i t e d  S t a t e s

NETBIO: NETWORK BIOLOGY
M a r t i n a  ( T i n a )  K u t m o n ,  M a a s t r i c h t  U n i v e r s i t y ,  N e t h e r l a n d s
T i j a n a  M i l e n k o v i c ,  U n i v e r s i t y  o f  N o t r e  D a m e ,  U n i t e d  S t a t e s
N a t a s a  P r z u l j ,  I C R E A  R e s e a r c h  P r o f e s s o r ,  C a t a l a n  I n s t i t u t i o n  f o r
R e s e a r c h  a n d  A d v a n c e d  S t u d i e s  ( I C R E A ) ;  G r o u p  L e a d e r ,  B a r c e l o n a
S u p e r c o m p u t i n g  C e n t e r ;  P r o f e s s o r  o f  C o m p u t e r  S c i e n c e ,
U n i v e r s i t y  C o l l e g e  L o n d o n .

REGSYS: REGULATORY AND SYSTEMS GENOMICS
S h a u n  M a h o n y ,  P e n n  S t a t e  U n i v e r s i t y ,  U n i t e d  S t a t e s
A n t h o n y  M a t h e l i e r ,  U n i v e r s i t y  o f  O s l o ,  N o r w a y
L o n n i e  W e l c h ,  O h i o  U n i v e r s i t y ,  U n i t e d  S t a t e s
J u d i t h  Z a u g g ,  E M B L ,  G e r m a n y
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BOSC: BIOINFORMATICS OPEN SOURCE CONFERENCE
P e t e r  C o c k ,  J a m e s  H u t t o n  I n s t i t u t e ,  U n i t e d  K i n g d o m
C h r i s  F i e l d s ,  U n i v e r s i t y  o f  I l l i n o i s ,  U n i t e d  S t a t e s
N o m i  L .  H a r r i s ,  L a w r e n c e  B e r k e l e y  N a t i o n a l  L a b o r a t o r y ,  U n i t e d
S t a t e s
K a r s t e n  H o k a m p ,  T r i n i t y  C o l l e g e  D u b l i n ,  I r e l a n d



L a u r e n c e  C a l z o n e ,  I n s t i t u t  C u r i e ,  F r a n c e
C l a u d i n e  C h a o u i y a ,  A i x - M a r s e i l l e  U n i v e r s i t é ,  F r a n c e
A n d r e a s  D r ä g e r ,  U n i v e r s i t y  o f  T ü b i n g e n ,  G e r m a n y
M a r í a  R o d r í g u e z  M a t í n e z ,  I B M  R e s e a r c h  E u r o p e ,  S w i t z e r l a n d
J u i l e e  T h a k a r ,  U n i v e r s i t y  o f  R o c h e s t e r  M e d i c a l  C e n t e r ,  U n i t e d
S t a t e s

TEXT MINING
C e c i l i a  A r i g h i ,  U n i v e r s i t y  o f  D e l a w a r e ,  U n i t e d  S t a t e s
L a r s  J u h l  J e n s e n ,  U n i v e r s i t y  o f  C o p e n h a g e n ,  D e n m a r k
R o b e r t  L e a m a n ,  N C B I / N L M / N I H ,  U n i t e d  S t a t e s
Z h i y o n g  L u ,  N C B I / N L M / N I H ,  U n i t e d  S t a t e s

TRANSMED: TRANSLATIONAL MEDICINE INFORMATICS &
APPLICATIONS

I r i n a  B a l a u r ,  U n i v e r s i t y  o f  L u x e m b o u r g
W e i  G u ,  U n i v e r s i t y  o f  L u x e m b o u r g
V e n k a t a  S a t a g o p a m ,  U n i v e r s i t y  o f  L u x e m b o u r g  
M a n s o o r  S a q i ,  K i n g s  C o l l e g e  L o n d o n ,  U n i t e d  K i n g d o m
M a r i a  S e c r i e r ,  U n i v e r s i t y  C o l l e g e  L o n d o n ,  U n i t e d  K i n g d o m

X i n  G a o ,  K i n g  A b d u l l a h  U n i v e r s i t y  o f  S c i e n c e  a n d  T e c h n o l o g y
( K A U S T ) ,  S a u d i  A r a b i a
X u e g o n g  Z h a n g ,  T s i n g h u a  U n i v e r s i t y ,  C h i n a

T h o m a s  L e n g a u e r ,  M a x  P l a n c k  I n s t i t u t e  f o r  I n f o r m a t i c s ,
G e r m a n y  
S h o s h a n a  W o d a k ,  V I B ‐V U B  C e n t e r  f o r  S t r u c t u r a l  B i o l o g y ,
B e l g i u m
R i t a  C a s a d i o ,  U n i v e r s i t y  o f  B o l o g n a ,  I t a l y
C h r i s t o p h e  D e s s i m o z ,  U n i v e r s i t y  C o l l e g e  L o n d o n ,  U n i t e d
K i n g d o m
B r u n o  G a e t a ,  T h e  U n i v e r s i t y  o f  N e w  S o u t h  W a l e s ,  A u s t r a l i a
W a t a r u  I w a s k a i ,  T h e  U n i v e r s i t y  o f  T o k y o ,  J a p a n
J a n e t  K e l s o ,  M a x  P l a n c k  I n s t i t u t e  f o r  E v o l u t i o n a r y
A n t h r o p o l o g y ,  G e r m a n y
S t e p h e n  M a c K i n n o n ,  C y c l i c a ,  C a n a d a
C h r i s t i n e  O r e n g o ,  U n i v e r s i t y  C o l l e g e  L o n d o n ,  U n i t e d
K i n g d o m
T e r e s a  P r z y t y c k a ,  N a t i o n a l  C e n t e r  o f  B i o t e c h n o l o g y
I n f o r m a t i o n ,  N L M ,  N I H ,  U n i t e d  S t a t e s
S u s h m i t a  R o y  U n i v e r s i t y  o f  W i s c o n s i n - M a d i s o n ,  U n i t e d
S t a t e s
M a r i e - F r a n c e  S a g o t ,  C l a u d e  B e r n a r d  U n i v e r s i t y ;  F r e n c h
I n s t i t u t e  f o r  R e s e a r c h  i n  C o m p u t e r  S c i e n c e  a n d  A u t o m a t i o n
( I N R I A ) ;  U n i v e r s i t y  o f  L y o n ,  F r a n c e
R u s s e l l  S c h w a r t z ,  C a r n e g i e  M e l l o n  U n i v e r s i t y ,  U n i t e d
S t a t e s
J i n b o  X u ,  T o y o t a  T e c h n o l o g i c a l  I n s t i t u t e  a t  C h i c a g o ,
U n i t e d  S t a t e s

Scientific Organizing Committee

COSI TRACK LEADS & ABSTRACT CHAIRS

SYSMOD: COMPUTATIONAL MODELING OF BIOLOGICAL SYSTEMS VARI: VARIANT INTERPRETATION
E m i d i o  C a p r i o t t i ,  U n i v e r s i t y  o f  B o l o g n a ,  I t a l y
H a n n a h  C a r t e r ,  U n i v e r s i t y  o f  C a l i f o r n i a ,  S a n  D i e g o ,  U n i t e d  S t a t e s
A n t o n i o  R a u s e l l ,  I m a g i n e  I n s t i t u t e  f o r  G e n e t i c  D i s e a s e s ,  F r a n c e

GENERAL COMPUTATIONAL BIOLOGY

COVID-19 ABSTRACT COMMITTEE

SPECIAL SESSIONS
C o - C h a i r :  C é l i n e  B r o c h i e r - A r m a n e t ,  U n i v e r s i t é  d e  L y o n ,
F r a n c e
C o - C h a i r :  Y v e s  M o r e a u ,  K U  L e u v e n ,  B e l g i u m

TECHNOLOGY TRACK COMMITTEE
C h a i r :  H a g i t  S h a t k a y ,  U n i v e r s i t y  o f  D e l a w a r e ,  U n i t e d  S t a t e s

TUTORIALS
C h a i r :  A n n e t t e  M c G r a t h ,  C o m m o n w e a l t h  S c i e n t i f i c  a n d
I n d u s t r i a l  R e s e a r c h  O r g a n i s a t i o n  ( C S I R O ) ,  A u s t r a l i a
C o - c h a i r :  M i c h e l l e  B r a z a s ,  O n t a r i o  I n s t i t u t e  f o r  C a n c e r
R e s e a r c h ,  C a n a d a
C o - c h a i r :  P a t r i c i a  M .  P a l a g i ,  S I B  S w i s s  I n s t i t u t e  o f
B i o i n f o r m a t i c s ,  S w i t z e r l a n d
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Distinguished Keynote Presentations

SUNDAY, JULY 25, 16:20 -  17:20 UTC
Rodrigo A. Gutierrez
Universidad  Catol ica  de  Chile

I n t r o d u c e d  b y :  M a r i e - F r a n c e  S a g o t ,  C o n f e r e n c e  C o - C h a i r

Phylogenomics and Systems Biology approaches reveal conserved
adaptive processes in Atacama Desert plants

MONDAY, JULY 26, 16:20 – 17:20 UTC

Barbara Engelhardt
Princeton  Universi ty

I n t r o d u c e d  b y :  R i t a  C a s a d i o ,  C o n f e r e n c e  C o - c h a i r

Cells in Space: Methods to investigate local neighborhoods of cells

ISCB  Overton  Prize  Keynote

TUESDAY, JULY 27, 16:20 – 17:20 UTC
Eduardo Rocha
Inst i tut  Pasteur

I n t r o d u c e d  b y :  J a c q u e s  V a n  H e l d e n ,  C o n f e r e n c e  C o - c h a i r

Cosmos from chaos: how intra-genomic conflicts and horizontal 
transfer drive genome evolution 

WEDNESDAY, JULY 28,16:20 – 17:20 UTC
Kate Jones
Universi ty  College  London

I n t r o d u c e d  b y :  T h o m a s  L e n g a u e r ,  I S C B  P a s t - P r e s i d e n t

Our Planet, Our Health -  Ecosystem approaches to forecasting 
zoonotic diseases

THURSDAY, JULY 29, 16:20 – 17:20 UTC

Ben Raphael
Lewis -Sigler  Inst i tute,  Princeton  Universi ty

I n t r o d u c e d  b y :  C h r i s t i n e  O r e n g o ,  I S C B  P r e s i d e n t

Quantifying Tumor Heterogeneity across Time and Space

ISCB  Innovator  Award  Keynote
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FRIDAY, JULY 30, 15:20 – 16:20 UTC

Peer Bork
EMBL  Heidelberg

I n t r o d u c e d  b y :  M a r t i n  V i n g r o n ,  I S C B  A w a r d s  C o m m i t t e e  C h a i r

Analyzing microbes in us and on our planet

ISCB  Accomplishments  by  a  Senior  Scientist  Award  Keynote



ISCB  Student  Counci l  is  an  internat ional  network  of  young  researchers  in  the

broader  discipl ines  of  Computat ional  Biology.  SC  provides  opportunit ies  for

networking,  career  enhancement,  and  ski l ls  development  for  the  next  generat ion  of

Computat ional  Biology  leaders.  The  SC  Symposium  is  organized  as  a  part  of  the

annual  ISMB  conference  with  student  presentat ions,  keynotes,  panel  discussions,

and  a  poster  session.  This  year ,  the  symposium  edit ion  is  the  17th  Student  Counci l

Symposium.  The  booth  wil l  include  the  highl ights  of  our  recent  vir tual  conference

(winners,  new  experiences,  and  results  of  the  RSGs  leadership  meeting ) .

www.iscb.orgThe  Internat ional  Society  for  Computat ional  Biology  ( ISCB )  was  the  f i rst

and  continues  to  be  the  only  society  representing  computat ional  biology  and

bioinformatics  worldwide.  ISCB  serves  a  global  community  of  over  3 , 0 0 0  scient ists

dedicated  to  advancing  the  scient i f ic  understanding  of  l iv ing  systems  through

computat ion  by:

Exhibitors & Recruiters

I n t e r n a t i o n a l  S o c i e t y  f o r  C o m p u t a t i o n a l  B i o l o g y

www.iscb.org

I S C B  S t u d e n t  C o u n c i l

www.iscbsc.org

EMBL ’s  European  Bioinformatics  Inst i tute  (EMBL -EBI )  is  a  global  leader  in  the

storage,  analysis  and  disseminat ion  of  large  biological  datasets .

We  help  scient ists  real ise  the  potential  of  big  data  by  enhancing  their  abi l i ty  to

exploit  complex  information  to  make  discoveries  that  benefi t  humankind.  We  are  at

the  forefront  of  computat ional  biology  research  and  we  offer  a  wide  range  of

bioinformatics  t ra ining.

E M B L ' s  E u r o p e a n  B i o i n f o r m a t i c s  I n s t i t u t e  ( E M B L - E B I )

www.ebi.ac.uk /
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convening  the  world ’s  experts  and  future  leaders  in  top  conferences

partner ing  with  publ icat ions  that  promote  discovery  and  expand  access  to  computat ional  biology  and

bioinformatics

del iver ing  valuable  information  about  t ra ining,  education,  employment,  and  relevant  news

providing  an  inf luential  voice  on  government  and  scient i f ic  pol icies  that  are  important  to  our  members

ISCB  has  three  off ic ial  journals  –  OUP  Bioinformatics,  OUP  Bioinformatics  Advances  and  F1000Research  ISCB

Community  Journal ,  and  has  aff i l iat ions  in  place  with  several  other  publ icat ions  for  the  benefi t  of  our  members.

P a t h w a y  T o o l s  is  a  comprehensive  bioinformatics  software  package  that  spans

enterpr ise  genome  data  management,  systems  biology,  and  omics  data  analysis .  The

software  has  been  l icensed  by  more  than  11,000  groups,  and  i t  powers  the  BioCyc.org

website.  I t  provides  extensive  search  and  visual izat ion  tools ;  computat ional

inferences  such  as  metabol ic  reconstruct ion ;  browsers  for  genomes,  metabol ic

networks,  and  regulatory  networks ;  t ranscr iptomics  and  metabolomics  data  analysis ,

comparat ive  analysis ,  and  metabol ic  route  search ;  sequence  search  and  al ignment.

B i o C y c / S R I  I n t e r n a t i o n a l

www.biocyc.org  and  www.pathwaytools.com

B i o C y c  is  a  col lect ion  of  18,000  Pathway /Genome  Databases  (PGDBs )  for  model  eukaryotes  and  for  thousands  of

microbes,  plus  software  tools  for  explor ing  them.  BioCyc  is  an  encyclopedic  reference  that  contains  curated  data

from  130,000  publ icat ions.  BioCyc  integrates  genome  data  with  a  comprehensive  body  of  addit ional  data

including  metabol ic  reconstruct ions,  regulatory  networks,  protein  features,  orthologs,  gene  essential i ty ,  and

atom  mappings.  BioCyc  contains  a  vast  set  of  bioinformatics  tools  including  browsers  for  genomes,  metabol ic

networks,  and  regulatory  networks ;  t ranscr iptomics  and  metabolomics  data  analysis ,  comparat ive  analysis ,  and

metabol ic  route  search ;  sequence  search  and  al ignment.

We  are  part  of  the  European  Molecular  Biology  Laboratory  and  are  based  just  outside  Cambridge,  in  the  United

Kingdom.  

https://www.symposium.iscbsc.org/
https://www.scs2021.iscbsc.org/
http://www.iscb.org/
https://www.ebi.ac.uk/
https://www.biocyc.org/
https://www.www.pathwaytools.com/


Personal ised  Medicine  (PerMed )  opens  unexplored  f ront iers  to  t reat  diseases  at  the

individual  level  combining  cl inical  and  omics  information.  However ,  the  performances

of  the  current  simulat ion  software  are  st i l l  insuff ic ient  to  tackle  medical  problems  such

as  tumour  evolut ion  or  patient -specif ic  t reatments.  The  chal lenge  is  to  develop  a

sustainable  roadmap  to  scale -up  the  essential  software  for  the  cel l - level  simulat ion  to

the  new  European  HPC /Exascale  systems.  

Exhibitors & Recruiters

P e r M e d C o E :  H P C / E x a s c a l e  C e n t r e  o f  E x c e l l e n c e  i n
P e r s o n a l i s e d  M e d i c i n e

permedcoe.eu /

Oxford  Universi ty  Press  publ ishes  a  range  of  computat ional  biology  journals ,

including  Bioinformatics,  Bioinformatics  Advances,  GigaScience,  Nucleic  Acids

Research,  NAR  Genomics  and  Bioinformatics,  Database,  Brief ings  in  Bioinformatics,

Br ief ings  in  Functional  Genomics,  and  more.  Cail in  Deery,  the  publ isher  for

Bioinformatics  is  exhibit ing  on  behalf  of  OUP  during  ISMB  this  year .  

O x f o r d  U n i v e r s i t y  P r e s s

academic.oup.com /BIOINFORMATICS
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Nature  Portfol io ’s  high -qual i ty  products  and  services  across  the  l i fe ,  physical ,

chemical  and  appl ied  sciences  are  dedicated  to  serving  the  scient i f ic  community .

Our  journals  publ ish  some  of  the  world&#39 ;s  most  signif icant  scient i f ic  discoveries.

The  portfol io  includes  Nature  and  many  more  research  and  reviews  t i t les  such  as

Nature  Computat ional  Science.  Nature  Portfol io  also  offers  a  range  of  researcher

services.  For  information  on  the  portfol io  please  vis i t  nature.com  and  to  discover  more

about  our  new  t i t le  Nature  Computat ional  Science  please  vis i t  the  journal  homepage

or  speak  to  our  Editor  attending  the  conference,  Ananya  Rastogi ,  via  the  booth

appointment  scheduler  or  email .

N a t u r e  R e s e a r c h

www.nature.com

Simulat ion  of  cel lular  mechanist ic  models  are  essential  for  the  t ranslat ion  of  omic  data  to  medical  relevant  act ions

and  these  should  be  accessible  to  the  end -users  in  the  appropriate  environment  of  the  PerMed -specif ic  big

confidential  data.  The  goal  of  PerMedCoE  is  to  provide  an  eff ic ient  and  sustainable  entry  point  to  the  HPC /Exascale -

upgraded  methodology  to  t ranslate  omics  analyses  into  act ionable  models  of  cel lular  funct ions  of  medical

relevance.  I t  wil l  accomplish  so  by

optimising  four  core  appl icat ions  for  cel l - level  simulat ions  to  the  new  pre -exascale  platforms ;

integrat ing  PerMed  into  the  new  European  HPC /Exascale  ecosystem,  by  offer ing  access  to  HPC /Exascale -

adapted  and  optimised  software ;

running  a  comprehensive  set  of  PerMed  use  cases ;  &

building  the  basis  for  the  sustainabi l i ty  of  the  PerMedCoE  by  coordinat ing  PerMed  and  HPC  communit ies ,

and  reaching  out  to  industr ia l  and  academic  end -users ,  with  use  cases,  t ra ining,  expert ise,  and  best

pract ices.

The  PerMedCoE  cel l - level  simulat ions  wil l  f i l l  the  gap  between  the  molecular -  and  organ - level  simulat ions  f rom  the

Centres  of  Excel lence  CompBioMed  and  BioExcel ,  with  which  this  proposal  is  al igned  at  dif ferent  levels .  I t  wil l

connect  methods  developers  with  HPC,  HTC  and  HPDA  experts  (at  the  Centres  of  Excel lence  POP  and  HiDALGO ) .

F inal ly ,  the  PerMedCoE  wil l  work  with  biomedical  consort ia  ( i .e .  ELIXIR,  LifeTime  in i t iat ive )  and  pre -exascale

infrastructures  (BSC  and  CSC ) ,  including  a  substant ial  co -design  effort .

Bioinformatics  publ ishes  the  highest  qual i ty  scient i f ic  papers  and  review  art ic les  with  i ts  main  focus  is  on  new

developments  in  genome  bioinformatics  and  computat ional  biology.  To  say  hel lo,  ask  a  quest ion,  provide

feedback  or  otherwise,  please  don ’ t  hesitate  to  get  in  touch  through  the  conference  schedul ing  tool .

http://www.iscb.org/
http://www.iscb.org/
https://permedcoe.eu/
https://www.ebi.ac.uk/
https://www.nature.com/?utm_source=ext_website_link_ve21&amp;utm_medium=liveevent&amp;utm_campaign=NRRJ_1_SB01_GL_NatComputSciISMB2021Conf
https://www.nature.com/natcomputsci?utm_source=ext_website_link_ve21&amp;utm_medium=liveevent&amp;utm_campaign=NRRJ_1_SB01_GL_NatComputSciISMB2021Conf
mailto:ananya.rastogi@nature.com
https://www.biocyc.org/


The  German  Network  for  Bioinformatics  Infrastructure  (de.NBI )  is  a  national ,  academic

and  non -prof i t  infrastructure  supported  by  the  German  Ministry  of  Education  and

Research  (BMBF ) .  The  network  consists  of  eight  Service  Centers  which  are  special ized

in  dif ferent  omics  f ie lds  assuring  excel lent  services  and  high  level  of  expert ise.  With

its  wide  range  of  bioinformatics  know -how,  the  de.NBI  network  is  aimed  to  del iver

high  standard  bioinformatics  services,  comprehensive  t ra ining,  powerful  compute

capacit ies  (de.NBI  Cloud )  as  well  as  connections  to  industr ia l  companies  in  Germany

and  Europe.  

The  Harvard  Medical  School  Department  of  Biomedical  Informatics  offers  a  var iety  of

opportunit ies  to  increase  your  knowledge  base  and  ski l l  set  in  the  appl icat ion  of

quanti tat ive  principles  to  biomedical  discovery.  Come  learn  about  our  educational

programs  which  include  a  Master ’s,  PhD,  and  Summer  Inst i tute  and  hear  about  our

postdoctoral  fe l lowships,  faculty  posit ions  and  other  career  opportunit ies .

Exhibitors & Recruiters

H a r v a r d  M e d i c a l  S c h o o l  D e p a r t m e n t  o f  B i o m e d i c a l
I n f o r m a t i c s

dbmi.hms.harvard.edu

F1000Research  enables  scient ists  and  scholars  to  publ ish  their  research  rapidly ,

openly,  and  t ransparently  via  an  author -centr ic  platform.  We  publ ish  research  across  al l

academic  discipl ines  and  in  mult iple  formats,  including  original  art ic les,  data  notes,

software  tool  art ic les  and  method  art ic les.  F1000Research  operates  a  unique  post -

publ icat ion  open  peer  review  process,  enabl ing  authors  to  engage  with  their  reviewers

transparently ,  whilst  also  making  the  research  avai lable  to  a  global  audience  as  quickly

as  possible.

F 1 0 0 0 R e s e a r c h

f1000research.com
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T h e  G e r m a n  N e t w o r k  f o r  B i o i n f o r m a t i c s  I n f r a s t r u c t u r e
-  d e . N B I

www.denbi.de /

Visi t  our  booth  to  learn  more  about  educational  and  career  opportunit ies  during  the  Research  Exchange  Forum

(15:20  -  16:20  UTC )  Monday  26  –  Thursday  29.

For  more  information  please  vis i t :  http: / /dbmi.hms.harvard.edu

The  de.NBI  tool  portfol io  comprises  over  160  services  ranging  f rom  databases  and  stand -alone  tools  to  complete  workf lows

for  the  processing  and  analysis  of  omics  data.  In  the  f ie ld  of  t ra ining,  de.NBI  offers  ta i lor -made  t ra ining  courses,  webinars ,

summer  schools  and  onl ine  courses  on  experimental  data  analysis  which  enable  researchers  in  the  l i fe  sciences  to

transform  their  raw  data  into  actual  results .  Training  courses  are  aimed  at  appl icat ion  users  in  l i fe  sciences  as  well  as

bioinformaticians  and  developers.  The  de.NBI  Cloud  provides  an  excel lent  solut ion  to  enable  integrat ive  analyses  and  the

eff ic ient  use  of  data  as  vir tual  machines  and  open  stack  in  research  and  appl icat ion.  Researchers  f rom  the  l i fe  sciences  in

Germany  can  use  the  de.NBI  Cloud  f ree  of  charge.  With  i ts  wide  range  of  bioinformatics  expert ise  and  renowned  partner

inst i tut ions,  the  de.NBI  network  guarantees  the  del ivery  of  high  standards  bioinformatics  services  that  contr ibutes  to  the

advancement  of  bioinformatics  research  in  Germany  and  Europe.

GOBLET  is  an  internat ional  organisat ion  with  the  mission  to  cult ivate  a  global

community  of  bioinformatics  t ra iners  who  support  learning,  education  and  t ra ining.

GOBLET ’s  mission  was  defined  under  the  vis ion  that  there  is  a  clear  need  to  harmonise

bioinformatics  t ra ining  act iv i t ies  and  to  unite,  inspire,  and  equip  bioinformatics  t ra iners

worldwide.  Towards  this ,  GOBLET  col laborates  with  national  and  internat ional

bioinformatics  organisat ions.  Relevant  act iv i t ies  include  the  in i t iat ion  of  a  ser ies  of

standards  and  guidel ines,  work  on  the  defini t ion  of  competencies,  promotion  of  best

pract ices,  and  providing  high -qual i ty  resources  for  learning,  education  and  t ra ining  in

bioinformatics  and  computat ional  biology,  on  a  global  scale.

G O B L E T

www.mygoblet.org

http://www.iscb.org/
https://permedcoe.eu/
https://www.ebi.ac.uk/
https://www.biocyc.org/
http://dbmi.hms.harvard.edu/
https://www.ebi.ac.uk/


As  the  world 's  enterpr ises  accelerate  their  digital  t ransformations,  they  discover  that

next -generat ion  appl icat ions  must  deal  with  data  that  are  bigger  and  faster  at  the

same  t ime,  outstr ipping  the  capabi l i t ies  of  today 's  infrastructure.   MemVerge 's  mission

is  to  del iver  a  new  architecture,  cal led  Big  Memory  Computing,  that  converges

memory  and  storage,  thereby  removing  the  storage  I /O  bott leneck  once  and  for  al l .   

The  Medical  Informatics  Home  Area  is  UCLA ’s  nexus  for  interdiscipl inary  t ra ining  of  the

next  generat ion  of  scient ists  involved  in  biomedical  informatics  and  data  science.  UCLA

provides  a  unique  environment  to  bring  together  cutt ing -edge  expert ise  and

experience  in  a  dynamic  environment  for  graduate  students  engaged  at  the  intersect ion

of  engineering,  medicine,  publ ic  health,  and  other  related  f ie lds  — and  focusing  on  the

goal  of  t ransforming  modern  healthcare  through  contemporary  data -driven  methods

and  tools .  

Visi t  our  booth  to  learn  more!

Exhibitors & Recruiters

U C L A  M e d i c a l  I n f o r m a t i c s  H o m e  A r e a

biomedicalinformatics.ucla.edu /
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M e m V e r g e

memverge.com /

MemVerge 's  Memory  Machine™ Software  vir tual izes  heterogeneous  memory  hardware  into  a  software -defined  memory

service  that  has  both  high  capacity  and  high  performance.  MemVerge  ZeroIO™ In -Memory  Snapshot  technology  captures

the  state  of  running  appl icat ions,  and  can  be  used  for  appl icat ion  rol l -back,  cloning  and  high  avai labi l i ty .   The  results  are

new  levels  of  productiv i ty ,  performance,  avai labi l i ty ,  and  mobil i ty  for  today 's  data -centr ic  appl icat ions,  both  on -premises

and  in  the  cloud.

http://www.iscb.org/
http://www.iscb.org/
http://www.iscb.org/
https://permedcoe.eu/
https://www.biocyc.org/
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Schedule-at-a-glance
Sunday
D a i l y  S c h e d u l e  i s  C o o r d i n a t e d  U n i v e r s a l  T i m e  o r  U T C

15:20 Research  Exchange  Forum  includes  Posters  and  Exhibitors  /  BoFs

16:20 ISMB /ECCB  Dist inguished  Keynote:  

Rodrigo  A.  Gutierrez,  Universidad  Catol ica  de  Chile

Introduced  by:  Marie -France  Sagot,  Conference  Co -Chair

17:20 Daily  Closing  Comments

12:20 Programme  Break

12:40
14:00 Programme  Break

14:20
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Sunday,  July  25,  Track  List ing

W o r k s h o p  o n  E d u c a t i o n  f o r  B i o i n f o r m a t i c s  ( W E B 2 0 2 1 )

3 D S I G

B i o - O n t o l o g i e s

H i t S e q

T r a n s M e d

S p e c i a l  S e s s i o n :  C o m p u t a t i o n a l  B i o l o g y  g o i n g  G r e e n

S p e c i a l  S e s s i o n :  R e p r e s e n t a t i o n  l e a r n i n g  i n  b i o l o g y

11:00
11:00  -  15:30

11:00  -  15:20

11:00  -  15:20

11:00  -  14:00

11:05  -  15:15

Sessions  Continue

Sessions  Continue

11:00  -  15:20

11:00  -  15:20

https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/keynotes/rodrigo-a-gutierrez&sa=D&source=editors&ust=1626399734761000&usg=AOvVaw0U_X1tGiTQ_B_e0O_4Yy3U
https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/keynotes/rodrigo-a-gutierrez&sa=D&source=editors&ust=1626399734761000&usg=AOvVaw0U_X1tGiTQ_B_e0O_4Yy3U
https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/keynotes/rodrigo-a-gutierrez&sa=D&source=editors&ust=1626399734761000&usg=AOvVaw0U_X1tGiTQ_B_e0O_4Yy3U
https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/keynotes/rodrigo-a-gutierrez&sa=D&source=editors&ust=1626399734761000&usg=AOvVaw0U_X1tGiTQ_B_e0O_4Yy3U
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/hitseq&sa=D&source=editors&ust=1626799840425000&usg=AOvVaw13SuZL_NnLrR30ja2FcxHL
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/hitseq&sa=D&source=editors&ust=1626799840425000&usg=AOvVaw13SuZL_NnLrR30ja2FcxHL


HitSeq

Contiued. . .

3Dsig

Contiued. . .

CompMS

Contiued. . .
EvolCompGen

Contiued. . .

Educat ion

Contiued. . .

RegSys

Contiued. . .

BioVis

Contiued. . .

TransMed

Continued. . .

Bio -Ont

Continued. . .

Schedule-at-a-glance
Monday

 

D a i l y  S c h e d u l e  i s  C o o r d i n a t e d  U n i v e r s a l  T i m e  o r  U T C

15:20 Research  Exchange  Forum  includes  Posters  and  Exhibitors  /  BoFs

16:20 ISCB  Overton  Prize  Keynote:  

Barbara  Engelhardt ,  Princeton  Universi ty

Introduced  by:  Rita  Casadio,  Conference  Co -chair

17:20 Daily  Closing  Comments

11:00

12:20 Programme  Break

12:40
14:00 Programme  Break

14:20
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Monday,  July  26,  Track  List ing

Sessions  Continue

Sessions  Continue

E d u c a t i o n
B i o V i s

C o m p M S
 E v o l C o m p G e n

 N e t B i o
 

R e g S y s
 T r a n s M e d

 11:00  -  15:30
11:00  -  15:20

11:00  -  15:20

11:00  -  15:20

11:00  -  15:20

11:00  -  15:20

11:00  -  15:20

Monday,  July  26,  Track  List ing

ISCB  Town  Hall10:00

3 D S I G

B i o - O n t o l o g i e s

11:00  -  15:00

11:00  -  14:00

H i t S e q11:00  -  12:00

https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/hitseq&sa=D&source=editors&ust=1626399734763000&usg=AOvVaw2h6gS0iaCQISqIohMaQIbJ
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/3dsig&sa=D&source=editors&ust=1626399734764000&usg=AOvVaw3qSsVPETKQ0cEoVXgXro8g
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/compms&sa=D&source=editors&ust=1626399734764000&usg=AOvVaw10lRB3xdRRcp8O1k8HEfT8
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/evolcompgen&sa=D&source=editors&ust=1626399734764000&usg=AOvVaw1xNzduhfs-_yWtHCf47eq0
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/education&sa=D&source=editors&ust=1626399734764000&usg=AOvVaw3rZvepCJME3dJwysagxR6u
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/regsys&sa=D&source=editors&ust=1626399734764000&usg=AOvVaw343HEPluXzNykNLzqKP3_6
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/biovis&sa=D&source=editors&ust=1626399734764000&usg=AOvVaw34vgkvUr_N_Ekhgs6eX7xH
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/transmed&sa=D&source=editors&ust=1626399734765000&usg=AOvVaw2mcd4pQrWmCoRA9mH68Pdj
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/bio-ontologies&sa=D&source=editors&ust=1626399734765000&usg=AOvVaw0sXpAT7336DmaYwCY8dlP1
https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/keynotes/rodrigo-a-gutierrez&sa=D&source=editors&ust=1626399734761000&usg=AOvVaw0U_X1tGiTQ_B_e0O_4Yy3U
https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/keynotes/rodrigo-a-gutierrez&sa=D&source=editors&ust=1626399734761000&usg=AOvVaw0U_X1tGiTQ_B_e0O_4Yy3U
https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/keynotes/rodrigo-a-gutierrez&sa=D&source=editors&ust=1626399734761000&usg=AOvVaw0U_X1tGiTQ_B_e0O_4Yy3U
https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/keynotes/rodrigo-a-gutierrez&sa=D&source=editors&ust=1626399734761000&usg=AOvVaw0U_X1tGiTQ_B_e0O_4Yy3U
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/hitseq&sa=D&source=editors&ust=1626799840425000&usg=AOvVaw13SuZL_NnLrR30ja2FcxHL
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/hitseq&sa=D&source=editors&ust=1626799840425000&usg=AOvVaw13SuZL_NnLrR30ja2FcxHL
https://ismbeccb2021.showcare.io/sessions/26-1-compms/
https://ismbeccb2021.showcare.io/sessions/26-1-evolcompgen/
https://ismbeccb2021.showcare.io/sessions/26-1-netbio/
https://ismbeccb2021.showcare.io/sessions/26-1-regsys/
https://ismbeccb2021.showcare.io/sessions/26-1-transmed/
https://ismbeccb2021.showcare.io/sessions/26-1-netbio/
https://ismbeccb2021.showcare.io/sessions/26-1-regsys/
https://ismbeccb2021.showcare.io/sessions/26-1-transmed/


HitSeq

Contiued. . .

3Dsig

Contiued. . .

CompMS

Contiued. . .
EvolCompGen

Contiued. . .

Educat ion

Contiued. . .

RegSys

Contiued. . .

BioVis

Contiued. . .

TransMed

Continued. . .

Bio -Ont

Continued. . .

Schedule-at-a-glance
Tuesday

 

D a i l y  S c h e d u l e  i s  C o o r d i n a t e d  U n i v e r s a l  T i m e  o r  U T C

15:20 Research  Exchange  Forum  includes  Posters  and  Exhibitors  /  BoFs

16:20 ISMB /ECCB  Dist inguished  Keynote:  

Eduardo  Rocha,  Inst i tut  Pasteur

Introduced  by:  Jacques  Van  Helden,  Conference  Co -chair

17:20 Daily  Closing  Comments

12:20 Programme  Break

12:40
14:00 Programme  Break

14:20
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Monday,  July  26,  Track  List ing

Sessions  Continue

Sessions  Continue

E d u c a t i o n

B i o V i s

C o m p M S
 E v o l C o m p G e n

 N e t B i o
 

R e g S y s
 S p e c i a l  S e s s i o n :  N e w  d e v e l o p m e n t s  i n

A I  f o r  I n t e g r a t i n g  i m a g i n g  a n d  
g e n o m i c  d a t a

11:00  -  15:30

11:00  -  15:20

11:00  -  15:20  

11:00  -  15:20

11:00  -  15:20

11:00  -  3:20

11:00  -  15:20

11:00 Tuesday,  July  27,  Track  List ing

3 D S I G

N I H / O D S S

11:00  -  15:00

11:00  -  15:20

H i t S e q11:00  -  15:20

I S C B  P u b l i c  A f f a i r s  a n d  P o l i c y
C o m m i t t e e  S p e c i a l  S e s s i o n :
S c i e n c e  C o m m u n i c a t i o n  a n d
S c i e n c e  J o u r n a l i s m

https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/hitseq&sa=D&source=editors&ust=1626399734763000&usg=AOvVaw2h6gS0iaCQISqIohMaQIbJ
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/3dsig&sa=D&source=editors&ust=1626399734764000&usg=AOvVaw3qSsVPETKQ0cEoVXgXro8g
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/compms&sa=D&source=editors&ust=1626399734764000&usg=AOvVaw10lRB3xdRRcp8O1k8HEfT8
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/evolcompgen&sa=D&source=editors&ust=1626399734764000&usg=AOvVaw1xNzduhfs-_yWtHCf47eq0
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/education&sa=D&source=editors&ust=1626399734764000&usg=AOvVaw3rZvepCJME3dJwysagxR6u
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/regsys&sa=D&source=editors&ust=1626399734764000&usg=AOvVaw343HEPluXzNykNLzqKP3_6
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/biovis&sa=D&source=editors&ust=1626399734764000&usg=AOvVaw34vgkvUr_N_Ekhgs6eX7xH
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/transmed&sa=D&source=editors&ust=1626399734765000&usg=AOvVaw2mcd4pQrWmCoRA9mH68Pdj
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/bio-ontologies&sa=D&source=editors&ust=1626399734765000&usg=AOvVaw0sXpAT7336DmaYwCY8dlP1
https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/keynotes/rodrigo-a-gutierrez&sa=D&source=editors&ust=1626399734761000&usg=AOvVaw0U_X1tGiTQ_B_e0O_4Yy3U
https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/keynotes/rodrigo-a-gutierrez&sa=D&source=editors&ust=1626399734761000&usg=AOvVaw0U_X1tGiTQ_B_e0O_4Yy3U
https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/keynotes/rodrigo-a-gutierrez&sa=D&source=editors&ust=1626399734761000&usg=AOvVaw0U_X1tGiTQ_B_e0O_4Yy3U
https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/keynotes/rodrigo-a-gutierrez&sa=D&source=editors&ust=1626399734761000&usg=AOvVaw0U_X1tGiTQ_B_e0O_4Yy3U
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/hitseq&sa=D&source=editors&ust=1626799840425000&usg=AOvVaw13SuZL_NnLrR30ja2FcxHL
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/hitseq&sa=D&source=editors&ust=1626799840425000&usg=AOvVaw13SuZL_NnLrR30ja2FcxHL
https://ismbeccb2021.showcare.io/sessions/26-1-compms/
https://ismbeccb2021.showcare.io/sessions/26-1-evolcompgen/
https://ismbeccb2021.showcare.io/sessions/26-1-netbio/
https://ismbeccb2021.showcare.io/sessions/26-1-regsys/
https://ismbeccb2021.showcare.io/sessions/26-1-transmed/
https://ismbeccb2021.showcare.io/sessions/26-1-transmed/
https://ismbeccb2021.showcare.io/sessions/26-1-transmed/
https://ismbeccb2021.showcare.io/sessions/26-1-netbio/
https://ismbeccb2021.showcare.io/sessions/26-1-regsys/
https://ismbeccb2021.showcare.io/sessions/26-1-transmed/


HitSeq

Contiued. . .

3Dsig

Contiued. . .

CompMS

Contiued. . .
EvolCompGen

Contiued. . .

Educat ion

Contiued. . .

RegSys

Contiued. . .

BioVis

Contiued. . .

TransMed

Continued. . .

Bio -Ont

Continued. . .

Schedule-at-a-glance
Wednesday 

 

D a i l y  S c h e d u l e  i s  C o o r d i n a t e d  U n i v e r s a l  T i m e  o r  U T C

15:20 Research  Exchange  Forum  includes  Posters  and  Exhibitors  /  BoFs

16:20 ISMB /ECCB  Dist inguished  Keynote:  

Kate  Jones,  Universi ty  College  London

Introduced  by:  Thomas  Lengauer,  ISCB  Past -President

17:20 Daily  Closing  Comments

11:00

12:20 Programme  Break

12:40
14:00 Programme  Break

14:20
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Wednesday,  July  28,  Track  List ing

i R N A

E v o l C o m p G e n

N I H / O D S S

R e g S y s

S p e c i a l  S e s s i o n :  E m e r g i n g  g a i n - o f -
f u n c t i o n  m u t a t i o n s  a n d  t h e i r
c h a r a c t e r i z a t i o n  b y  m u l t i - o m i c s
n e t w o r k  b i o l o g y

M i c r o b i o m e

T e x t M i n i n g

C A M D A

F u n c t i o n

M L C S B11:00  -  15:20  

Sessions  Continue  

Sessions  Continue  

11:00  -  15:20  

11:00  -  15:20  

11:00  -  15:20  

11:00  -  15:20  

11:00  -  15:20  

11:00  -  15:20  

11:00  -  15:20  

11:00  -  15:20  

11:00  -  15:20  

https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/hitseq&sa=D&source=editors&ust=1626399734763000&usg=AOvVaw2h6gS0iaCQISqIohMaQIbJ
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/3dsig&sa=D&source=editors&ust=1626399734764000&usg=AOvVaw3qSsVPETKQ0cEoVXgXro8g
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/compms&sa=D&source=editors&ust=1626399734764000&usg=AOvVaw10lRB3xdRRcp8O1k8HEfT8
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/evolcompgen&sa=D&source=editors&ust=1626399734764000&usg=AOvVaw1xNzduhfs-_yWtHCf47eq0
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/education&sa=D&source=editors&ust=1626399734764000&usg=AOvVaw3rZvepCJME3dJwysagxR6u
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/regsys&sa=D&source=editors&ust=1626399734764000&usg=AOvVaw343HEPluXzNykNLzqKP3_6
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/biovis&sa=D&source=editors&ust=1626399734764000&usg=AOvVaw34vgkvUr_N_Ekhgs6eX7xH
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/transmed&sa=D&source=editors&ust=1626399734765000&usg=AOvVaw2mcd4pQrWmCoRA9mH68Pdj
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/bio-ontologies&sa=D&source=editors&ust=1626399734765000&usg=AOvVaw0sXpAT7336DmaYwCY8dlP1
https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/keynotes/rodrigo-a-gutierrez&sa=D&source=editors&ust=1626399734761000&usg=AOvVaw0U_X1tGiTQ_B_e0O_4Yy3U
https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/keynotes/rodrigo-a-gutierrez&sa=D&source=editors&ust=1626399734761000&usg=AOvVaw0U_X1tGiTQ_B_e0O_4Yy3U
https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/keynotes/rodrigo-a-gutierrez&sa=D&source=editors&ust=1626399734761000&usg=AOvVaw0U_X1tGiTQ_B_e0O_4Yy3U
https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/keynotes/rodrigo-a-gutierrez&sa=D&source=editors&ust=1626399734761000&usg=AOvVaw0U_X1tGiTQ_B_e0O_4Yy3U
https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/townhall&sa=D&source=editors&ust=1626399734763000&usg=AOvVaw0ou4aPMSYvcKAYEz0-WTDh
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/hitseq&sa=D&source=editors&ust=1626799840425000&usg=AOvVaw13SuZL_NnLrR30ja2FcxHL
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/hitseq&sa=D&source=editors&ust=1626799840425000&usg=AOvVaw13SuZL_NnLrR30ja2FcxHL
https://ismbeccb2021.showcare.io/sessions/26-1-compms/
https://ismbeccb2021.showcare.io/sessions/26-1-evolcompgen/
https://ismbeccb2021.showcare.io/sessions/26-1-netbio/
https://ismbeccb2021.showcare.io/sessions/26-1-regsys/
https://ismbeccb2021.showcare.io/sessions/26-1-transmed/
https://ismbeccb2021.showcare.io/sessions/26-1-netbio/
https://ismbeccb2021.showcare.io/sessions/26-1-regsys/
https://ismbeccb2021.showcare.io/sessions/26-1-transmed/


Schedule-at-a-glance
Thursday 

 

D a i l y  S c h e d u l e  i s  C o o r d i n a t e d  U n i v e r s a l  T i m e  o r  U T C

15:20 Research  Exchange  Forum  includes  Posters  and  Exhibitors  /  BoFs

16:20 ISCB  Innovator  Award  Keynote:  

Ben  Raphael ,  Princeton  Universi ty

Introduced  by:  Christ ine  Orengo,  ISCB  President

17:20 Daily  Closing  Comments

11:00

12:20 Programme  Break

12:40

14:00 Programme  Break

14:20
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Thursday,  July  29,  Track  List ing

Sessions  Continue

Sessions  Continue

M I C R O B I O M E

M L C S B

S y s M o d

V a r I

T o o l s  f o r  P r o t e i n  A n a l y s i s  
H a c k a t h o n

C A M D A

F u n c t i o n

11:20  -  15:10

12:40  -  14:00  

11:00  -  15:10

11:00  -  15:20

B O S C

G e n e r a l  C o m p u t a t i o n a l  
B i o l o g y

11:00  -  15:20  

i R N A11:00  -  16:30

11:00  -  15:20  

11:00  -  15:20  

11:00  -  15:20  

11:00  -  15:20  

https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/keynotes/rodrigo-a-gutierrez&sa=D&source=editors&ust=1626399734761000&usg=AOvVaw0U_X1tGiTQ_B_e0O_4Yy3U
https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/keynotes/rodrigo-a-gutierrez&sa=D&source=editors&ust=1626399734761000&usg=AOvVaw0U_X1tGiTQ_B_e0O_4Yy3U
https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/keynotes/rodrigo-a-gutierrez&sa=D&source=editors&ust=1626399734761000&usg=AOvVaw0U_X1tGiTQ_B_e0O_4Yy3U
https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/keynotes/rodrigo-a-gutierrez&sa=D&source=editors&ust=1626399734761000&usg=AOvVaw0U_X1tGiTQ_B_e0O_4Yy3U
https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/townhall&sa=D&source=editors&ust=1626399734763000&usg=AOvVaw0ou4aPMSYvcKAYEz0-WTDh
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/hitseq&sa=D&source=editors&ust=1626799840425000&usg=AOvVaw13SuZL_NnLrR30ja2FcxHL
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/hitseq&sa=D&source=editors&ust=1626799840425000&usg=AOvVaw13SuZL_NnLrR30ja2FcxHL
https://ismbeccb2021.showcare.io/sessions/26-1-compms/
https://ismbeccb2021.showcare.io/sessions/26-1-evolcompgen/
https://ismbeccb2021.showcare.io/sessions/26-1-netbio/
https://ismbeccb2021.showcare.io/sessions/26-1-netbio/
https://ismbeccb2021.showcare.io/sessions/26-1-netbio/
https://ismbeccb2021.showcare.io/sessions/26-1-regsys/
https://ismbeccb2021.showcare.io/sessions/26-1-transmed/
https://ismbeccb2021.showcare.io/sessions/26-1-netbio/
https://ismbeccb2021.showcare.io/sessions/26-1-regsys/
https://ismbeccb2021.showcare.io/sessions/26-1-regsys/
https://ismbeccb2021.showcare.io/sessions/26-1-regsys/
https://ismbeccb2021.showcare.io/sessions/26-1-transmed/


Schedule-at-a-glance
Friday 

 

D a i l y  S c h e d u l e  i s  C o o r d i n a t e d  U n i v e r s a l  T i m e  o r  U T C

15:20 ISCB  Accomplishments  by  a  Senior  Scient ist  Award  Keynote:  

Peer  Bork,  EMBL  Heidelberg

Introduced  by:  Mart in  Vingron,  ISCB  Awards  Committee  Chair

16:20 Closing  Ceremonies

 

12:20 Programme  Break

12:40
14:00 Programme  Break

14:20
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Friday,  July  30,  Track  List ing  

Sessions  Continue

Sessions  Continue

T e c h  T r a c kC O V I D - 1 9

i R N A

M L C S B

V a r I

S p e c i a l  S e s s i o n :  S i n g l e  C e l l  a n d
S p a t i a l  D a t a  A n a l y s i s

S y s M o d

B O S C

C A M D A

B I O I N F O - C O R E11:00  -  15:20

11:00  -  15:20

11:00  -  15:20

11:00  -  15:20

11:00  -  15:20

11:00  -  15:20

11:00  -  15:20

11:00  -  15:20

11:00  -  15:20

11:00  -  15:20

https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/keynotes/rodrigo-a-gutierrez&sa=D&source=editors&ust=1626399734761000&usg=AOvVaw0U_X1tGiTQ_B_e0O_4Yy3U
https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/keynotes/rodrigo-a-gutierrez&sa=D&source=editors&ust=1626399734761000&usg=AOvVaw0U_X1tGiTQ_B_e0O_4Yy3U
https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/keynotes/rodrigo-a-gutierrez&sa=D&source=editors&ust=1626399734761000&usg=AOvVaw0U_X1tGiTQ_B_e0O_4Yy3U
https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/keynotes/rodrigo-a-gutierrez&sa=D&source=editors&ust=1626399734761000&usg=AOvVaw0U_X1tGiTQ_B_e0O_4Yy3U
https://ismbeccb2021.showcare.io/sessions/30-3-special-presentations/
https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/townhall&sa=D&source=editors&ust=1626399734763000&usg=AOvVaw0ou4aPMSYvcKAYEz0-WTDh
https://www.google.com/url?q=https://www.iscb.org/ismbeccb2021-program/townhall&sa=D&source=editors&ust=1626399734763000&usg=AOvVaw0ou4aPMSYvcKAYEz0-WTDh
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/hitseq&sa=D&source=editors&ust=1626799840425000&usg=AOvVaw13SuZL_NnLrR30ja2FcxHL
https://www.google.com/url?q=https://www.iscb.org/cms_addon/conferences/ismbeccb2021/tracks/hitseq&sa=D&source=editors&ust=1626799840425000&usg=AOvVaw13SuZL_NnLrR30ja2FcxHL
https://ismbeccb2021.showcare.io/sessions/26-1-compms/
https://ismbeccb2021.showcare.io/sessions/26-1-evolcompgen/
https://ismbeccb2021.showcare.io/sessions/26-1-netbio/
https://ismbeccb2021.showcare.io/sessions/26-1-regsys/
https://ismbeccb2021.showcare.io/sessions/26-1-transmed/
https://ismbeccb2021.showcare.io/sessions/26-1-netbio/
https://ismbeccb2021.showcare.io/sessions/26-1-regsys/
https://ismbeccb2021.showcare.io/sessions/26-1-transmed/


Special Sessions
SUNDAY, JULY 25 (11:00 – 12:20; 12:40 – 14:00; 14:20 – 15:20 UTC)

https://www.iscb.org/ ismbeccb2021-program/special -sessions

ORGANIZER(S):

SST01: REPRESENTATION LEARNING IN BIOLOGY

C h r i s t i a n  D a l l a g o ,  Technical  Universi ty  of  Munich,  Germany

A n a n t h a n  N a m b i a r ,  Universi ty  of  I l l inois  at  Urbana -Champaign,  United  States

A l i  M a d a n i ,  Salesforce  Research,  United  States

P e t e r  K o o ,  Cold  Spring  Harbor  Laboratory,  United  States

1 1 : 0 5  

1 1 : 3 5  N e i l  T h o m a s
S i n g l e  L a y e r s  o f  A t t e n t i o n  S u f f i c e  t o
P r e d i c t  P r o t e i n  C o n t a c t s

K e v i n  Y a n g
P r o t e i n  r e p r e s e n t a t i o n  l e a r n i n g :  B e y o n d  
b o r r o w i n g  f r o m  N a t u r a l  L a n g u a g e  P r o c e s s i n g  
a n d  C o m p u t e r  V i s i o n

1 1 : 5 0  H i d e k i  Y a m a g u c h i

E v o t u n i n g  p r o t o c o l s  f o r  T r a n s f o r m e r - b a s e d
 v a r i a n t  e f f e c t  p r e d i c t i o n  o n  m u l t i - d o m a i n  
p r o t e i n s

1 1 : 5 5  D a n  O f e r

P r o t e i n B E R T :  A  u n i v e r s a l  d e e p - l e a r n i n g  
m o d e l  o f  p r o t e i n  s e q u e n c e  a n d  f u n c t i o n

1 2 : 0 0  D i o n i z i j e  F a

G r a p h  a t t e n t i o n  n e t w o r k  b a s e d  r e p r e s e n t a t i o n
l e a r n i n g  f o r  c a n c e r  d r u g  r e s p o n s e  p r e d i c t i o n  
a n d  i n t e r p r e t a t i o n

1 2 : 0 5  A l e x  R i v e s

A r c h i t e c t u r e s  a n d  t r a i n i n g  p r o c e d u r e s

1 2 : 4 0  M a r i a  R o d r i g u e z  M a r t i n e z

A I - d r i v e n  e n g i n e e r i n g  o f  t h e  i m m u n e  s y s t e m

1 2 : 5 5  P a u l i n a  A n n a  S z y m c z a k

H y d r A M P :  a  d e e p  g e n e r a t i v e  m o d e l  f o r
 a n t i m i c r o b i a l  p e p t i d e  d i s c o v e r y

1 3 : 0 0 S u r a b h i  V a s a n t r a o
R a n d o m  W a l k -  b a s e d  M a t r i x  F a c t o r i z a t i o n  o f  a  
M u l t i  l a y e r  N e t w o r k  f o r  P r o t e i n  F u n c t i o n  
P r e d i c t i o n

1 3 : 0 5 H a n n e s  A x e l  S t ä r k
L i g h t  A t t e n t i o n  P r e d i c t s  P r o t e i n  L o c a t i o n  
f r o m  t h e  L a n g u a g e  o f  L i f e

1 3 : 1 0  E g b e r t  C a s t r o
G u i d e d  G e n e r a t i v e  P r o t e i n  D e s i g n  u s i n g  
R e g u l a r i z e d  T r a n s f o r m e r s

1 3 : 1 5 S m i t a  K r i s h n a s w a m y  
G e o m e t r i c  a n d  T o p o l o g i c a l  A p p r o a c h e s  t o  
R e p r e s e n t a t i o n  L e a r n i n g  i n  B i o m e d i c a l  D a t a

1 3 : 3 0 B h a r a t h  R a m s u n d a r
C h e m B E R T a :  S e l f - s u p e r v i s e d  p r e t r a i n i n g  
f o r  m o l e c u l a r  p r o p e r t y  p r e d i c t i o n
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1 3 : 4 5 Y a n a  B r o m b e r g
S h o r t  D N A  s e q u e n c e  e m b e d d i n g s  u n c o v e r  
m e t a g e n o m e  f u n c t i o n

1 4 : 2 0 B u r k h a r d  R o s t
D e c o d i n g  l a n g u a g e  o f  l i f e  w r i t t e n  i n  
p r o t e i n  s e q u e n c e s

1 4 : 3 5 F a r h a n  D a m a n i
M u l t i m o d a l  d a t a  v i s u a l i z a t i o n  a n d  d e n o i s i n g  
E f f i c i e n t  D e s i g n  o f  O p t i m i z e d  A A V  C a p s i d s  
u s i n g  M u l t i - p r o p e r t y  M a c h i n e  L e a r n i n g  M o d e l s  
T r a i n e d  a c r o s s  C e l l s ,  O r g a n s  a n d  S p e c i e s

1 4 : 4 0 M a n i k  K u c h r o o
M u l t i m o d a l  d a t a  v i s u a l i z a t i o n  a n d  d e n o i s i n g  
w i t h  i n t e g r a t e d  d i f f u s i o n

1 4 : 4 5 J e n n i f e r  L i s t g a r t e n
A u t o f o c u s e d  o r a c l e s  f o r  m o d e l - b a s e d  d e s i g n
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Special Sessions
SUNDAY, JULY 25 (11:00 – 12:20; 12:40 – 14:00; 14:20 – 15:20 UTC)

https://www.iscb.org/ ismbeccb2021-program/special -sessions

ORGANIZER(S):

SST02: COMPUTATIONAL BIOLOGY GOING GREEN

G e o f f  B a r t o n ,  U n i v e r s i t y  o f  D u n d e e ,  U n i t e d  K i n g d o m
A l e x  B a t e m a n ,  EMBL -EBI ,  United  Kingdom

M i c h a e l  I n o u y e ,  Universi ty  of  Cambridge  and  Baker  Inst i tute,  United  Kingdom

1 1 : 0 0

1 1 : 4 0 L o ï c  L a n n e l o n g u e
G r e e n  c o m p u t i n g  m a d e  e a s y

R o y  S c h w a r t z
G r e e n  A I

1 2 : 4 0 A d r i a n  F r i d a y  
T h e  c l i m a t e  i m p a c t  o f  I C T

1 3 : 2 0 G e n e r a l  d i s c u s s i o n
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Special Sessions
Tuesday, July 27 (11:00 – 12:20; 12:40 – 14:00; 14:20 – 15:20 UTC)

https://www.iscb.org/ ismbeccb2021-program/special -sessions

ORGANIZER(S):

SST03: NEW DEVELOPMENTS IN AI FOR INTEGRATING IMAGING AND
GENOMIC DATA

O l i v i e r  G e v a e r t ,  Stanford  Universi ty ,  United  States

W i l l i a m  H s u ,  UCLA,  United  States

A r v i n d  R a o ,  Universi ty  of  Michigan,  United  States

1 1 : 0 0

1 1 : 1 0 W i l l i a m  H s u
I n t r o  t o  Q u a n t i t a t i v e  i m a g i n g  &  r a d i o m i c s

O l i v i e r  G e v a e r t
I n t r o  t o  s p e c i a l  s e s s i o n

1 1 : 2 0 P h i l i p p e  L a m b i n

I n t e g r a t i n g  h a n d c r a t e d  r a d i o m i c s  
s i g n a t u r e s  a n d  m o l e c u l a r  d a t a :  t h e  e x a m p l e  
o f  h e a d  a n d  n e c k  c a n c e r  a n d  g l i o b l a s t o m a

1 1 : 5 0 E v i s  S a l a

I n t e g r a t e d  R a d i o g e n o m i c  f o r  U n r a v e l l i n g  
T u m o u r  H r e t e r o g e n e i t y  a n d  T r e a t m e n t  
M o n i t o r i n g  i n  O v a r i a n  C a n c e r

1 2 : 4 0 A r v i n d  R a o

I n t r o  t o  d i g i t a l  P a t h o l o g y

1 2 : 5 0 F a i s a l  M a h m o o d

D a t a - e f f i c i e n t  a n d  m u l t i m o d a l  c o m p u t a t i o n a l  
p a t h o l o g y

1 3 : 2 0  L e e  C o o p e r

C o m p u t a t i o n a l  p a t h o l o g y

1 4 : 2 0 A n a n t  M a d a b h u s h i

I n t e r p r e t e r  o f  M a l a d i e s :  C o m p u t a t i o n a l  P a t h o l o g y
 f o r  P r e c i s i o n  M e d i c i n e

1 4 : 5 0 A l l  S p e a k e r s

P a n e l  d i s c u s s i o n  w i t h  a l l  s p e a k e r s
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Special Sessions
Wednesday, July 28 (11:00 – 12:20; 12:40 – 14:00; 14:20 – 15:20 UTC)

https://www.iscb.org/ ismbeccb2021-program/special -sessions

ORGANIZER(S):

SST04: EMERGING GAIN-OF-FUNCTION MUTATIONS AND THEIR
CHARACTERIZATION BY MULTI-OMICS NETWORK BIOLOGY

Z e y n e p  C o b a n - A k d e m i r ,  The  Universi ty  of  Texas  Health  Science  Center  at  Houston,  United  States

S t e p h e n  Y i ,  The  Universi ty  of  Texas  at  Aust in,  United  States

1 1 : 0 0

1 1 : 1 0 K e y n o t e :  C h r i s t o p h e r  B u r g e ,  MIT,  United
States

T B D

O r g a n i z e r :  S t e p h e n  Y i ,  The  Universi ty  of

Texas  at  Aust in,  United  States

W e l c o m e  a n d  I n t r o d u c t i o n

1 1 : 4 0 K e y n o t e :  O l g a  T r o y a n s k a y a ,  Princeton
Universi ty ,  United  States

F r o m  v a r i a n t s  t o  n e t w o r k s  -  d e c o d i n g  
t h e  h u m a n  g e n o m e

1 2 : 1 0 K e v i n  L i t c h f i e l d ,  U n i v e r s i t y  C o l l e g e  
L o n d o n ,  U n i t e d  K i n g d o m

E s c a p e  f r o m  n o n s e n s e - m e d i a t e d  d e c a y  
a s s o c i a t e s  w i t h  a n t i - t u m o r  i m m u n o g e n i c i t y

1 2 : 4 0 K e y n o t e :  Y i  X i n g ,  Universi ty  of

Pennsylvania,  United  States

G e n e t i c  v a r i a t i o n  o f  R N A  p r o c e s s i n g  a n d  
m o d i f i c a t i o n  i n  h u m a n  t i s s u e s
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1 3 : 1 0 K e y n o t e :  J o h n  Q u a c k e n b u s h ,  Harvard  

Universi ty ,  United  States

A  N o t - Q u i t e  C e n t r a l  D o g m a :  V a r i a n t s  A l t e r  
R e g u l a t i o n  a n d  N e t w o r k  S t r u c t u r e

1 3 : 4 0 I n v i t e d  T a l k :  Y u  ( B r a n d o n )  X i a ,  McGil l

Universi ty ,  Canada

U s i n g  s t r u c t u r a l  s y s t e m s  b i o l o g y  t o  p r o b e  
t h e  i m p a c t  o f  m u t a t i o n s  o n  p r o t e i n  n e t w o r k s

1 3 : 5 0 I n v i t e d  T a l k :  C l a u d i a  C a r v a l h o ,  Pacif ic
NW  Research  Inst i tute,  United  States

I m p a c t  o f  c o m p l e x  g e n o m i c  s t r u c t u r a l
v a r i a t i o n  i n  M E C P 2  d u p l i c a t i o n  s y n d r o m e

1 4 : 2 0 K e y n o t e :  T r e y  I d e k e r ,  Universi ty  of

Cal i fornia,  San  Diego,  United  States

B u i l d i n g  t h e  M i n d  o f  C a n c e r

1 4 : 5 0 K e y n o t e :  S t e v e n  B r e n n e r ,  Universi ty  of  

Cali fornia,  Berkeley,  United  States

I n t e r p r e t i n g  n e w b o r n  g e n o m e s :  P r e d i c t i o n
 p o t e n t i a l  a n d  p i t f a l l s  i n  p e r v a s i v e  p e r s o n a l  
g e n o m i c s ,  a n d  p r o s p e c t s  f o r  a  L e a r n i n g  
P u b l i c  H e a l t h  S y s t e m
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Special Sessions
Friday, July 30 (11:00 – 12:20; 12:40 – 14:00; 14:20 – 15:20 UTC)

https://www.iscb.org/ ismbeccb2021-program/special -sessions

ORGANIZER(S):

SST05: SINGLE CELL AND SPATIAL DATA ANALYSIS

M a l t e  L u e c k e n ,  Helmholtz  Center  Munich,  Germany

S h y a m  P r a b h a k a r ,  Genome  Inst i tute  of  Singapore

F l o r i a n  S c h m i d t ,  Genome  Inst i tute  of  Singapore

F a b i a n  T h e i s ,  Helmholtz  Center  Munich,  Germany

B a r b a r a  T r e u t l e i n ,  ETH  Zürich,  Switzer land

1 1 : 0 0

1 1 : 3 0 Z e m i n  Z h a n g ,  Biomedical  Pioneering
Innovat ion  Centre  Peking  Universi ty ,

Bei j ing,  China

S i n g l e  C e l l  a n d  S p a t i a l  D a t a  A n a l y s i s
K e y n o t e :  A n a l y s i s  o f  l a r g e - s c a l e  s i n g l e
c e l l  t r a n s c r i p t o m e  d a t a  f o r  t u m o r -
i n f i l t r a t i n g  i m m u n e  c e l l s

J o s e p h  P o w e l l ,  Director  of  the  Garvan -

Weizmann  Centre  for  Cellular  Genomics,

Austral ia

S i n g l e - c e l l  e Q T L  m a p p i n g  i d e n t i f i e s  c e l l  
t y p e  s p e c i f i c  g e n e t i c  c o n t r o l  o f  a u t o i m m u n e  
d i s e a s e

1 2 : 0 0 D a n i e l  D i m i t r o v ,  Heidelberg  Universi ty ,

Faculty  of  Medicine,  and  Heidelberg

Universi ty  Hospital ,  Inst i tute  for

Computat ional  Biomedicine,  Germany

C o m p a r i s o n  o f  R e s o u r c e s  a n d  M e t h o d s  t o  
i n f e r  C e l l - C e l l  C o m m u n i c a t i o n  f r o m  S i n g l e - c e l l  
R N A  D a t a

1 2 : 0 5 K e y n o t e :   B o b b y  R a n j a n ,  Genome  Inst i tute  

of  Singapore,  A*STAR,  Singapore

D U B S t e p R :  c o r r e l a t i o n - b a s e d  f e a t u r e  s e l e c t i o n
 f o r  c l u s t e r i n g  s i n g l e - c e l l  R N A  s e q u e n c i n g  
d a t a
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1 2 : 1 0 M a r i u s  L a n g e ,  Helmholtz  Zentrum

München,  Germany

C e l l R a n k  f o r  d i r e c t e d  s i n g l e - c e l l  f a t e  m a p p i n g

1 2 : 1 5 W e i  V i v i a n  V i v i a n ,  R u t g e r s ,  The  State  Universi ty

 of  New  Jersey,  United  States

M A A P E R :  m o d e l - b a s e d  a n a l y s i s  o f  a l t e r n a t i v e
 p o l y a d e n y l a t i o n  u s i n g  3 ’  e n d - l i n k e d  r e a d s

1 2 : 4 0 S a n d h y a  P r a b h a k a r a n ,  Moff i t t  Cancer
Center ,  United  States

S p a r c l e :  a s s i g n i n g  t r a n s c r i p t s  t o  c e l l s  i n  
m u l t i p l e x e d  i m a g e s

1 2 : 5 3

1 3 : 0 6 R i c a r d o  O m a r  R a m i r e z  F l o r e s ,
Heidelberg  Universi ty ,  Faculty  of

Medicine,  and  Heidelberg  Universi ty

Hospital ,  Inst i tute  for  Computat ional

Biomedicine,  Germany

S p a t i a l  m u l t i - o m i c  m a p  o f  h u m a n
m y o c a r d i a l  i n f a r c t i o n

R u b e n  D r i e s ,  Boston  Universi ty  School  of

Medicine,  United  States

G i o t t o  s u i t e ,  a  f l e x i b l e  a n d  h i g h - p e r f o r m i n g  
f r a m e w o r k  f o r  s p a t i a l  m u l t i - m o d a l  a n a l y s i s

1 3 : 2 0 S h a d i  D a r v i s h  S h a f i g h i ,  Universi ty  of

Warsaw,  Poland

T U M O R O S C O P E :  I n f e r r i n g  a  m a p  o f  t u m o r  s u b c l o n e s
f r o m  S p a t i a l  T r a n s c r i p t o m i c s  a n d  b u l k  D N A
s e q u e n c i n g  d a t a

1 3 : 3 4 Y i n g x i n  L i n ,  The  Universi ty  of  Sydney,  Austral ia

s c J o i n t :  t r a n s f e r  l e a r n i n g  f o r  d a t a  i n t e g r a t i o n  
o f  a t l a s - s c a l e  s i n g l e - c e l l  R N A - s e q  a n d  A T A C - s e q

1 3 : 4 7

1 4 : 2 0 S a r a h  A .  T e i c h m a n n ,  FMedSci  FRS,
Cel lular  Genetics  Programme  Head,

Wellcome  Sanger  Inst i tute  Director  of

Research,  Cavendish  Laboratory,  Univ.

Cambridge

S i n g l e  C e l l  a n d  S p a t i a l  D a t a  A n a l y s i s  K e y n o t e :
M u l t i - o m i c  d a t a  i n t e g r a t i o n  t o  i n v e s t i g a t e  t i s s u e
a r c h i t e c t u r e

J o n a s  S i m o n  F l e c k ,  E T H  Z ü r i c h ,
S w i t z e r l a n d

I n f e r r i n g  r e g u l o m e s  f r o m  m u l t i - m o d a l  s i n g l e - c e l l
m e a s u r e m e n t s  w i t h  P a n d o

1 4 : 5 0 S a m a n t h a  A  M o r r i s ,  Assistant  Professor  of
Developmental  Biology  and  Genetics,  Allen

Dist inguished  Invest igator ,  New  York  Stem  Cell

Foundation  Robertson  Invest igator ,  Washington

Universi ty  School  of  Medicine

S i n g l e  C e l l  a n d  S p a t i a l  D a t a  A n a l y s i s  K e y n o t e :  N e w
s i n g l e - c e l l  t e c h n o l o g i e s  t o  d i s s e c t  r e p r o g r a m m i n g
a n d  d e v e l o p m e n t
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Birds of a Feather (BoF) 
SUNDAY, JULY 25 • WEDNESDAY, JULY 28 • THURSDAY, JULY 29 

https://www.iscb.org/ ismbeccb2021-program/bof

SUNDAY, JULY 25, 15:20 - 16:20 UTC 

ORGANIZER(S):

INTERPRETABILITY OF MACHINE LEARNING ALGORITHMS

T h o m a s  Y .  C h e n ,  U.S.  Technology  Pol icy  Committee
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CafeConnect  Round  Table  GroupLOCATION:

WEDNESDAY, JULY 28, 15:20 - 16:20 UTC 

ORGANIZER(S):

BIOINFORMATICS ADVANCES: MEET THE EDITORS

T h o m a s  L e n g a u e r ,  Editor - in -Chief ;  Max  Planck  Inst i tute

for  Informatics ;  Universi ty  of  Cologne

Research  Exchange  ForumLOCATION:

THURSDAY, JULY 29, 15:20 - 16:20 UTC 

ORGANIZER(S):

NEW METHODS OF PROGRAMMATIC, WEB AND CLOUD DATA ACCESS
FROM NCBI

N u a l a  O ' L e a r y ,  NCBI /NLM /NIH

Research  Exchange  ForumLOCATION:

WEDNESDAY, JULY 28, 15:20 - 16:20 UTC 

ORGANIZER(S):

JBROWSE

S c o t t  C a i n ,  Ontar io  Inst i tute  for  Cancer  Research

Research  Exchange  FortumLOCATION:

WEDNESDAY, JULY 28, 15:20 - 16:20 UTC 

ORGANIZER(S):

JALVIEW AND FRIENDS

J i m  P r o c t e r ,  Universi ty  of  Dundee

Research  Exchange  ForumLOCATION:

THURSDAY, JULY 29, 15:20 - 16:20 UTC 

ORGANIZER(S):

NEXT STEPS FOR COMPUTATIONAL REPRODUCIBILITY TOWARD 
FULLY EXECUTABLE PAPERS

G e r a l d i n e  V a n  d e r  A u w e r a ,  Broad  Inst i tute

CafeConnect  Round  Table  GroupLOCATION:

THURSDAY, JULY 29, 15:20 - 16:20 UTC 

ORGANIZER(S):

INTEROPERABILITY CHALLENGES FOR SENSITIVE BIOMEDICAL DATA

C a i t l i n  M c H u g h ,  Alzheimer 's  Disease  Data  In i t iat ive

(ADDI )

Research  Exchange  ForumLOCATION:



COVID-19 Special Track
FRIDAY, JULY 30 

https://www.iscb.org/cms_addon/conferences/ ismbeccb2021/tracks/covid-19

1 1 : 0 0

1 1 : 1 0

C O V I D - 1 9  P a n e l :  d a t a  s h a r i n g ,  a c c e s s  a n d
p r o t e c t i o n

Tim  Hubbard ,  K i n g s  C o l l e g e  L o n d o n ,  U n i t e d
K i n g d o m
Sebastian  Mauer -Stroh ,  A * S T A R ,  S i n g a p o r e
David  Carr,  Wellcome  Trust ,  U n i t e d
K i n g d o m
Tulio  de  Oliveira ,  U n i v e r s i t y  o f  K w a Z u l u -
N a t a l ,  S o u t h  A f r i c a
Guy  Cochrane,  D i r e c t o r  o f  t h e  N u c l e o t i d e
A r c h i v e ,  E u r o p e a n  B i o i n f o r m a t i c s  I n s t i t u t e ,
U n i t e d  K i n g d o m

C O V I D - 1 9  T r a c k  a n d  P a n e l
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1 2 : 0 5

W i k i P a t h w a y s  a s  a  p l a t f o r m  f o r  C O V I D - 1 9
p a t h w a y  m o d e l s

Martina  Kutmon ,  M a a s t r i c h t  U n i v e r s i t y ,
N e t h e r l a n d s

1 2 : 4 0

R e v e a l i n g  S A R S - C o V - 2  p r o t e i n
a r c h i t e c t u r e s  a n d  f u n c t i o n  b y  i n t e g r a t i n g
m o d e l i n g  a n d  i n  s i t u  M S  p r o t e o m i c s

Michal  Linial ,  T h e  H e b r e w  U n i v e r s i t y  o f
J e r u s a l e m ,  I s r a e l

1 2 : 5 5

H o s t  s t r e s s  g r a n u l e  h i j a c k i n g  b y  C o r o n a v i r u s
n u c l e o c a p s i d s :  P o t e n t i a l  r o l e s  o f  p r o t e i n
i n t r i n s i c  d i s o r d e r  a n d  l i q u i d - l i q u i d  p h a s e
s e p a r a t i o n

Mahdi  Moosa ,  U n i v e r s i t y  a t  B u f f a l o ,  U n i t e d
S t a t e s

1 3 : 1 0

T h e  P h o s p h o r y l a t i o n  M o d e l  o f  S A R S - C o V - 2
N u c l e o c a p s i d  P r o t e i n

Tomer  M  Yaron ,  W e i l l  C o r n e l l  M e d i c i n e ,  
U n i t e d  S t a t e s

1 3 : 2 5

E f f i c i e n t  A l g o r i t h m s  f o r  O p t i m i z e d  m R N A
S e q u e n c e  D e s i g n

Liang  Huang ,  B a i d u  R e s e a r c h  U S A ;  O r e g o n  
S t a t e  U n i v e r s i t y ,  U n i t e d  S t a t e s

1 3 : 4 0

A  M a c h i n e  L e a r n i n g  a p p r o a c h  f o r  p r e -
m i R N A  d i s c o v e r y  i n  S A R S - C o V - 2

Gabriela  Merino ,  S I N C - C O N I C E T - F I C H - U N L / I I B -
U N E R ,  A r g e n t i n a

1 4 : 2 0

P u b l i s h e d  A n t i - S A R S - C o V - 2  I n  V i t r o  H i t s  S h a r e
C o m m o n  M e c h a n i s m s  o f  A c t i o n  t h a t  S y n e r g i z e
w i t h  A n t i v i r a l s

Jing  Xing,  M i c h i g a n  S t a t e  U n i v e r s i t y ,  U n i t e d
S t a t e s

1 4 : 3 5

N e t w o r k  c o n t r o l l a b i l i t y  a n a l y s i s  f o r  d r u g
r e p u r p o s i n g  i n  C O V I D - 1 9

Nicoleta  Siminea ,  N a t i o n a l  I n s t i t u t e  o f
R e s e a r c h  a n d  D e v e l o p m e n t  f o r  B i o l o g i c a l
S c i e n c e s ,  a n d  U n i v e r s i t y  o f  B u c h a r e s t ,
R o m a n i a

1 4 : 5 0

O n g o i n g  G l o b a l  a n d  R e g i o n a l  A d a p t i v e
E v o l u t i o n  o f  S A R S - C o V - 2

Nash  Rochman ,  T h e  N a t i o n a l  I n s t i t u t e s  o f  H e a l t h ,
U n i t e d  S t a t e s

1 5 : 0 5
A  M a c h i n e  L e a r n i n g  M o d e l  f o r  P r e d i c t i n g
D e t e r i o r a t i o n  o f  C O V I D - 1 9  I n p a t i e n t s

Omer  Noy ,  T e l - A v i v  U n i v e r s i t y ,  I s r a e l



P o s t e r  S e s s i o n  A : P o s t e r  S e s s i o n  B :

POSTERS
SUNDAY, JULY 25 • MONDAY, JULY 26 • TUESDAY, JULY 27 • 
WEDNESDAY JULY 28 • THURSDAY JULY 29
https://www.iscb.org/cms_addon/conferences/ ismbeccb2021/posters.php

S u n d a y ,  J u l y  2 5  b e t w e e n  1 5 : 2 0  -  1 6 : 2 0  U T C

3 D S I G
B i o - O n t o l o g i e s
B i o V i s
H i t S e q
S S T 0 1 :  R e p r e s e n t a t i o n  l e a r n i n g  i n  b i o l o g y
T r a n s M e d

M o n d a y ,  J u l y  2 6  b e t w e e n  1 5 : 2 0  -  1 6 : 2 0  U T C

3 D S I G
B i o - O n t o l o g i e s
B i o V i s
C o m p M S
E d u c a t i o n
E v o l C o m p G e n
H i t S e q
N e t B i o
R e g S y s
T r a n s M e d
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P o s t e r  S e s s i o n  C :

T u e s d a y ,  J u l y  2 7  b e t w e e n  1 5 : 2 0  -  1 6 : 2 0  U T C

3 D S I G
B i o V i s
C o m p M S
E d u c a t i o n
E v o l C o m p G e n
H i t S e q
N e t B i o
R e g S y s
T r a n s M e d

P o s t e r  S e s s i o n  D :

W e d n e s d a y ,  J u l y  2 8  b e t w e e n  1 5 : 2 0  -  1 6 : 2 0  U T C

C A M D A
E d u c a t i o n
E v o l C o m p G e n
F u n c t i o n
i R N A
M I C R O B I O M E
M L C S B
R e g S y s
T e x t  M i n i n g

P o s t e r  S e s s i o n  E :

T h u r s d a y ,  J u l y  2 9  b e t w e e n  1 5 : 2 0  -  1 6 : 2 0  U T C

B I O I N F O - C O R E
B O S C
C A M D A
C O V I D - 1 9
E v o l C o m p G e n
F u n c t i o n
i R N A
M I C R O B I O M E
M L C S B
R e g S y s
S S T 0 5 :  S i n g l e  C e l l  a n d  S p a t i a l  D a t a  A n a l y s i s
S y s M o d
T e x t  M i n i n g
V a r I
G e n e r a l  C o m p  B i o

https://www.iscb.org/cms_addon/conferences/ismbeccb2021/posters.php?track=3DSIG&session=A#search
https://www.iscb.org/cms_addon/conferences/ismbeccb2021/posters.php?track=Bio-Ontologies&session=A#search
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https://www.iscb.org/cms_addon/conferences/ismbeccb2021/posters.php?track=TransMed&session=A#search
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https://www.iscb.org/cms_addon/conferences/ismbeccb2021/posters.php?track=EvolCompGen&session=B#search
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3DSIG COSI
COSI TRACK PRESENTATIONS

SUNDAY,  JULY 25TH

1 1 : 0 0
A l e x  B a t e m a n ,  EMBL -EBI ,  United

Kingdom

S t r u c t u r e  P r e d i c t i o n s  T r a n s f o r m  
P r o t e i n  F a m i l y  C l a s s i f i c a t i o n

3 D S I G  K e y n o t e
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1 2 : 0 0 P a w e l  S z c z e r b i a k ,  Malopolska  Centre  of

Biotechnology,  Jagiel lonian  Universi ty ,

Poland

E x p l o r i n g  t h e  m i c r o b i o m e  p r o t e i n  s t r u c t u r e  
s p a c e  u s i n g  s i m u l a t i o n s  a n d  d e e p  l e a r n i n g

1 2 : 4 0 C a r l o s  O u t e i r a l  R u b i e r a ,  Universi ty  of

Oxford,  United  Kingdom

H o w  g o o d  a r e  p r o t e i n  s t r u c t u r e  p r e d i c t i o n  
m e t h o d s  a t  p r e d i c t i n g  f o l d i n g  p a t h w a y s ?

1 3 : 0 0 D e a  G o g i s h v i l i ,  Vri je  Universi tei t

Amsterdam,  Netherlands

H o w  s t i c k y  a r e  y o u r  p r o t e i n s ?

1 3 : 2 0 S u t a n u  B h a t t a c h a r y a ,  Auburn  Universi ty ,

United  States

D i s C o v E R :  d i s t a n c e -  a n d  o r i e n t a t i o n - b a s e d  
c o v a r i a t i o n a l  t h r e a d i n g  f o r  w e a k l y  h o m o l o g o u s  
p r o t e i n s

1 3 : 4 0 Y u n i n g  Y o u ,  Texas  A&M  Universi ty ,

United  States

C r o s s - M o d a l i t y  a n d  S e l f - S u p e r v i s e d  P r o t e i n  
E m b e d d i n g  f o r  C o m p o u n d - P r o t e i n  A f f i n i t y  
a n d  C o n t a c t  P r e d i c t i o n

1 4 : 2 0 E d d y  E l i s é e ,  Génomique  Métabol ique,

Genoscope,  Inst i tut  François  Jacob,  CEA,

CNRS,  Univ  Evry,  Universi té  Paris -Saclay,

France

M O D A M D H :  i d e n t i f i c a t i o n  o f  d i v e r s e  A m i n e  
D e h y d r o g e n a s e s  b y  s c r e e n i n g  b i o d i v e r s i t y  
u s i n g  s e q u e n c e  a n d  s t r u c t u r e - b a s e d  a p p r o a c h e s

1 4 : 4 0 M a x i m  T s e n k o v ,  Universi ty  of  Dundee,

United  Kingdom

E x p l o r i n g  h u m a n  p o p u l a t i o n  v a r i a t i o n  
a n d  t h r e e - d i m e n s i o n a l  s t r u c t u r e s  i n  t h e  
A r m a d i l l o  r e p e a t  f a m i l y

1 5 : 0 0 N a n  X u ,  USC,  United  States

G r a p h i c a l  M o d e l s  F o r  I d e n t i f y i n g  P o r e - f o r m i n g  
F a m i l y  P r o t e i n s  I n  T h e  T w i l i g h t  Z o n e
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1 1 : 0 0 E l d a d  H a b e r ,  Genomica  AI,  Canada

D e e p  R e l a x e d  C o m p l e x  S c h e m e

1 1 : 2 0 O k k e  M e l s e ,  TUM  Center  for  Protein

Assemblies  and  TUM  School  of  Life

Sciences,  Technische  Universi tät

München,  Germany

S t r a t e g i e s  t o  I m p r o v e  t h e  D e s c r i p t i o n  o f  
L i g a n d  B i n d i n g  S i t e s  i n  M e t a l l o p r o t e i n s  f o r  
B i o m o l e c u l a r  S i m u l a t i o n s .

1 1 : 4 0 J o c h e n  S i e g ,  Universi tät  Hamburg,
Germany

D a t a - D r i v e n  A n a l y s i s  o f  S i n g l e  P o i n t  M u t a t i o n s  
t h r o u g h  R a p i d  S c a n  o f  3 D  M i c r o - E n v i r o n m e n t s

1 2 : 0 0 M a r t i n  S c h w e r s e n s k y ,  Universi té  Libre

de  Bruxel les ,  Belgium

L a r g e - s c a l e  i n  s i l i c o  m u t a g e n e s i s  e x p e r i m e n t s  
r e v e a l  o p t i m i z a t i o n  o f  g e n e t i c  c o d e  a n d  c o d o n
u s a g e  f o r  p r o t e i n  m u t a t i o n a l  r o b u s t n e s s

1 2 : 4 0 M a l l i k a  I y e r ,  Sanford  Burnham  Prebys

Medical  Discovery  Inst i tute,  United  States

1 3 : 0 0 M a r k u s  S c h n e i d e r ,  Technical  Universi ty
of  Munich,  Germany

S e n s e N e t :  A  C y t o s c a p e 3 - p l u g i n  f o r  a n a l y s i s  
o f  M D - b a s e d  i n t e r a c t i o n  n e t w o r k s

1 3 : 2 0 J a c o b  P i l a n d ,  Universi ty  of  Notre  Dame,

United  States

D y n a m i c  n e t w o r k s  i m p r o v e  p r o t e i n  s t r u c t u r a l  
c l a s s i f i c a t i o n

1 3 : 4 0 D a n i e l  B e r e n b e r g ,  New  York  Universi ty ,

United  States

G r a p h  e m b e d d i n g s  f o r  p r o t e i n  s t r u c t u r a l  
c o m p a r i s o n

1 4 : 2 0 Z o f i a  P a r t e k a ,  Centre  of  New

Technologies,  Universi ty  of  Warsaw,  S.

Banacha  2c,  02 -097  Warsaw,  Poland,

Poland

T h r e e  d i m e n s i o n a l  c o m p u t a t i o n a l  
v i s u a l i z a t i o n  o f  a  d i s t i n c t  c h r o m a t i n  l o o p  
i n  h u m a n  l y m p h o b l a s t o i d  c e l l s  b y  s u p e r  
r e s o l u t i o n  i m a g i n g

1 4 : 4 0 M a t i c  P a v l i n ,  Universi ty  of  Ljubl jana,

Faculty  of  Electr ical  Engineering,

Slovenia

A l l - A t o m  M o l e c u l a r  S i m u l a t i o n s  o f  a  T y p e  
I I  D N A  T o p o i s o m e r a s e  M o l e c u l a r  M o t o r

A s s e s s i n g  t h e  c o n s e r v a t i o n  o f  l a r g e - s c a l e
c o n f o r m a t i o n a l  m o v e m e n t s  i n  h o m o l o g o u s
p r o t e i n s  u s i n g  a  n o v e l  m e t r i c  b a s e d  o n
d i f f e r e n c e  d i s t a n c e  m a p s  
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1 1 : 0 0 B r u n a  M o r e i r a  d a  S i l v a ,  The  Universi ty  of

Melbourne,  Austral ia

1 1 : 2 0 K .  A n t o n  F e e n s t r a ,  Vri je  Universi tei t ,

Amsterdam,  Netherlands

S e q u e n c e - b a s e d  I n t e r f a c e  P r e d i c t i o n  
f o r  C o n f o r m a t i o n a l  E p i t o p e s

1 1 : 4 0 C o n s t a n t i n  S c h n e i d e r ,  Universi ty  of

Oxford,  United  Kingdom

D L A B  -  D e e p  l e a r n i n g  m e t h o d s  f o r  s t r u c t u r e - b a s e d  
v i r t u a l  s c r e e n i n g  o f  a n t i b o d i e s

1 2 : 0 0 V a d i m  K a r n a u k h o v ,  Skoltech,  Russia

T C R e n :  a  s t a t i s t i c a l  p o t e n t i a l  f o r  r e s i d u e  i n t e r a c t i o n  
t h a t  a c c u r a t e l y  p r e d i c t s  T C R : p e p t i d e  r e c o g n i t i o n

1 2 : 4 0 P e i y u a n  F e n g ,  Inst i tute  for

Interdiscipl inary  Information  Sciences,

Tsinghua  Universi ty ,  Bei j ing,  China,  China

Proceedings  Presentation :  P r e d i c t i n g  M H C - p e p t i d e  
b i n d i n g  a f f i n i t y  b y  d i f f e r e n t i a l  b o u n d a r y  t r e e

1 3 : 0 0 A l e x a n d r e  G .  D e  B r e v e r n ,  Universi ty  of

Par is ,  France

C o n t r i b u t i o n  o f  b i o i n f o r m a t i c s  t o  b l o o d  t r a n s f u s i o n :
 d a t a b a s e  a n d  3 D  i n t r a p r o t e i n  i n t e r a c t i o n  s t u d i e s

1 3 : 2 0 A y e l e  A b a y s e w ,  Technology  and

Innovat ion  Inst i tute,  Ethiopia

S A R S - C o V - 2  g e n o m e  v a r i a n t s  e p i d e m i o l o g y  
s u r v e i l l a n c e  i n  E t h i o p i a  a n d  d y n a m i c  m u t a t i o n a l  
c h a n g e  o f  S  S p i k e  p r o t e i n  t h r o u g h  c o m p u t a t i o n a l  a n a l y s i s

1 3 : 4 0 M i c h a l  L i n i a l ,  The  Hebrew  Universi ty  of

Jerusalem,  Israel

R e v e a l i n g  S A R S - C o V - 2  p r o t e i n  a r c h i t e c t u r e s  
t h r o u g h  i n - s i t u  M S  p r o t e o m i c s  a n d  i n t e g r a t i v e
m o d e l i n g

1 4 : 2 0 R .  G o n z a l o  P a r r a ,  European  Molecular

Biology  Laboratory  (EMBL ) ,  Heidelberg,

Germany,  Germany

E n e r g e t i c  L o c a l  F r u s t r a t i o n  a c r o s s  N M R  
S t r u c t u r e s  i n  t h e  P r o t e i n  D a t a  B a n k

1 4 : 4 0 F i n a l  R e m a r k s

P r e d i c t i n g  c o n f o r m a t i o n a l  B - c e l l  e p i t o p e s
u s i n g   g r a p h - b a s e d  s i g n a t u r e s



A n  a l i e n  i n  a  h o s p i t a l  d a t a  c e n t e r :  
s o l i t a r y  m a n a g e m e n t  o f  a  b i o i n f o r m a t i c s  
p l a t f o r m

BIOINFO-CORE 
COSI TRACK PRESENTATIONS

Friday,  Ju ly  30th

A c c e l e r a t i n g  t h e  V e l o c i t y  o f  T e a m  D a t a  
S c i e n c e  w i t h  R e s e a r c h  P r o j e c t  M a n a g e m e n t

T h e  B i o i n f o r m a t i c s  R e s e a r c h  S u p p o r t  
N e t w o r k  a t  A g r i c u l t u r e  a n d  A g r i - F o o d  
C a n a d a

B u i l d i n g  u p  a  b i o i n f o r m a t i c s  c o m m u n i t y  
a t  t h e  D u t c h  i n s t i t u t e  f o r  e c o l o g y

E m b r a c i n g  A d v a n c e s  i n  M a c h i n e  L e a r n i n g  
&  I m a g i n g  f o r  B i o m e d i c a l  R e s e a r c h

R i b o S e e k e r :  A n  E n d - t o - E n d  P a c k a g e  f o r  
R i b o s o m e  P r o f i l i n g  D a t a  A n a l y s i s

B r e a k o u t  r o o m  s e t u p1 1 : 0 0 N i c o l e  S c h e r e r

1 1 : 1 0 G r e g g  T e H e n n e p e

1 1 : 2 0 F a t i m a  M i t t e r b o e c k ,  Agriculture  and  Agri -

Food  Canada,  Canada

1 1 : 3 0 F l e u r  G a w e h n s ,  NIOO -KNAW /KWS

Vegetables,  the  Netherlands

1 1 : 4 0 K r i s h n a  K a r u t u r i ,  The  Jackson  Laboratory,

United  States

1 1 : 5 0 N i n g  Z h a n g

1 3 : 2 0
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BIOINFO -CORE  Keynote :  R e p r o d u c i b l e ,  a d a p t a b l e ,  
t r a n s p a r e n t ,  a n d  c o m p o s a b l e  d a t a  a n a l y s e s  w i t h  
S n a k e m a k e

1 2 : 4 0 J o h a n n e s  K ö s t e r ,  Universi ty  of  Duisburg -

Essen,  Germany

B r e a k o u t  r o o m  d i s c u s s i o n  11 3 : 3 0

B r e a k o u t  r o o m  r e p o r t  11 4 : 2 0

B r e a k o u t  r o o m  d i s c u s s i o n  21 4 : 3 0

B r e a k o u t  r o o m  r e p o r t  21 5 : 0 0



Bio-Ontologies COSI
COSI TRACK PRESENTATIONS

Sunday,  Ju ly  25th

BIO -ONTOLOGIES  COSI  KEYNOTE:  

A c t i o n a b l e  M a c h i n e  L e a r n i n g  f o r  D r u g  
D i s c o v e r y  a n d  D e v e l o p m e n t

D e s i g n i n g  p o t e n t i a l  e x t e n s i o n s  f r o m  
G - S R S  t o  C h E B I  t o  i d e n t i f y  n a t u r a l  
p r o d u c t - d r u g  i n t e r a c t i o n s

1 1 : 0 0 M a r i n k a  Z i t n i k ,  Harvard  Medical  School ,

United  States

1 2 : 4 0 S a n y a  T a n e j a ,  Universi ty  of  Pittsburgh,

United  States
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P u b l i s h i n g  M e d i c a l  C o n t e x t  o f  N e u r o l o g i c a l
D r u g  I n d i c a t i o n s  a s  a  K n o w l e d g e  G r a p h

1 3 : 0 0 J i n z h o u  Y a n g ,  Maastr icht  Universi ty ,
Inst i tute  of  Data  Science,  Netherlands

C h e m i c a l  E n t i t y  N o r m a l i z a t i o n  f o r  S u c c e s s f u l  
T r a n s l a t i o n a l  D e v e l o p m e n t  o f  A l z h e i m e r ’ s  
D i s e a s e  a n d  D e m e n t i a  T h e r a p e u t i c s

1 3 : 2 0 S a r a h  M u l l i n ,  Yale  Universi ty ,  United

States

P r o c e e d i n g s  P r e s e n t a t i o n :  K G 4 S L :  K n o w l e d g e  
G r a p h  N e u r a l  N e t w o r k  f o r  S y n t h e t i c  L e t h a l i t y  
P r e d i c t i o n  i n  H u m a n  C a n c e r s

1 3 : 4 0 J i e  Z h e n g ,  ShanghaiTech  Universi ty ,

China

T h e  C O V I D - 1 9  e p i d e m i o l o g y  a n d  m o n i t o r i n g  
o n t o l o g y

1 4 : 2 0 N ú r i a  Q u e r a l t  R o s i n a c h ,  Leiden  Universi ty

Medical  Center ,  Netherlands

B i o m e d i c a l  T e x t - M i n i n g  f o r  R a r e  D i s e a s e  
D i c t i o n a r y  A u g m e n t a t i o n

1 4 : 4 0 T h o m a s  J o s e p h ,  Tata  Consultancy

Services  Ltd,  India

W i k i d a t a  f o r  5 - s t a r  L i n k e d  O p e n  D a t a b a s e s :  
a  c a s e  s t u d y  o f  P a n g l a o D B

1 5 : 0 0 T i a g o  L u b i a n a ,  Universi ty  of  São  Paulo,

Brazi l



Bio-Ontologies COSI
COSI TRACK PRESENTATIONS

Monday,  Ju ly  26th

BIO -ONTOLOGIES  COSI  KEYNOTE:  

Aligning  Human  and  Machine  Intel l igence

P r e d i c t i n g  G e n e - D i s e a s e  A s s o c i a t i o n s  w i t h
 K n o w l e d g e  G r a p h  E m b e d d i n g s  o v e r  M u l t i p l e  
O n t o l o g i e s

1 1 : 0 0 M a t t h i a s  S a m w a l d

1 2 : 4 0 S u s a n a  N u n e s ,  LASIGE,  Faculdade  de

Ciências,  Universidade  de  Lisboa,  Portugal
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H o w  m u c h  c a n  m o d e l  o r g a n i s m  p h e n o t y p e s  
t e a c h  u s  a b o u t  h u m a n  d i s e a s e ?  A  s t u d y  u s i n g  
o n t o l o g i e s  a n d  s e m a n t i c  m a c h i n e  l e a r n i n g

1 3 : 0 0 S a r a h  A l g h a m d i ,  King  Abdullah  Universi ty

of  Science  and  Technology,  Saudi  Arabia

T h e  C O V I D - 1 9  e p i d e m i o l o g y  a n d  m o n i t o r i n g  
o n t o l o g y

1 4 : 2 0

N ú r i a  Q u e r a l t  R o s i n a c h ,  Leiden  Universi ty

Medical  Center ,  Netherlands

E l u c i d a t i n g  h u m a n  a g e i n g - r e l a t e d  p h e n o t y p i c
a b n o r m a l i t i e s  w i t h  h i e r a r c h i c a l  f e a t u r e  s e l e c t i o n
m e t h o d

1 3 : 2 0 C e n  W a n ,  Birkbeck,  Universi ty  of  London,

United  Kingdom

B i o - O n t o l o g i e s  C O S I  C o m m u n i t y  P l e n a r y

1 3 : 4 0 B i o - O n t o l o g i e s  C o m m u n i t y

ISCB TOWN HALL
MONDAY, JULY 26

1 0 : 0 0  -  1 1 0 0  U T C

J o i n  u s  a t  t h e  I S C B  T o w n  H a l l  m e e t i n g  t o  l e a r n  m o r e  a b o u t  t h e
l a t e s t  p r o g r a m s ,  i n i t i a t i v e s ,  a n d  c o n f e r e n c e s .  T h i s  i s   y o u r

c h a n c e  t o  h e l p  s h a p e  t h e  f u t u r e  o f  I S C B  b y  p r o v i d i n g  f e e d b a c k
a n d  s u g g e s t i o n s .  

 

T h e  T o w n  H a l l  w i l l  c l o s e  w i t h  a  c e l e b r a t i o n  o f  a c h i e v e m e n t  w i t h
t h e  a n n o u n c e m e n t  o f  t h e  W i k i p e d i a  C o m p e t i t i o n  A w a r d  w i n n e r s ,

A r t  i n  S c i e n c e  A w a r d  w i n n e r s ,  S t u d e n t  C o u n c i l  S y m p o s i u m
a w a r d  w i n n e r s ,  c e l e b r a t i o n  o f  t h e  2 0 2 1  C l a s s  o f  F e l l o w s ,  a n d

a n n o u n c e m e n t  o f  t h e  i n c o m i n g  B o a r d  o f  D i r e c t o r s .  
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BioVis  Keynote:  I n t e r - d i s c i p l i n a r y  p r a c t i c e s  
i n  B i o V i s

1 1 : 0 0 B i o V i s  O p e n i n g

1 1 : 1 0 S e á n  O ’ D o n o g h u e ,  Garvan  Inst i tute  of

Medical  Research,  Austral ia

1 2 : 0 0

B i o V i s  1 0 t h  A n n i v e r s a r y  -  T e s t  o f  T i m e
A w a r d  C e r e m o n y

Proceedings  Presentation:  O n c o T h r e a d s :  
V i s u a l i z a t i o n  o f  L a r g e  S c a l e  L o n g i t u d i n a l  
C a n c e r  M o l e c u l a r  D a t a

1 2 : 4 0 T h e r e s a  A n i s j a  H a r b i g ,  Harvard  Medical

School ,  United  States

1 3 : 0 0 R i c a r d o  H u m b e r t o  R a m i r e z  G o n z a l e z ,
John  Innes  Centre,  United  Kingdom

V i s u a l i s a t i o n  o f  I d e n t i c a l - B y - S t a t e  r e g i o n s
a c r o s s  m u l t i p l e  a s s e m b l e d  g e n o m e s .

1 3 : 1 0 N a i n a  T i w a r i ,  TCS  Research,  India

V i s u a l i z a t i o n  o f  S A R S - C o V - 2  G e n o m e  A t l a s

1 3 : 2 0 É l o i  D u r a n t ,  Inst i tut  de  Recherche  pour  le

Développement,  France

A  l o o k  a t  t r a i l s  t h r o u g h  t h e  p a n g e n o m e  
v i s u a l i z a t i o n  j u n g l e

1 3 : 3 0 S e h i  L ' Y i ,  Harvard  Medical  School ,  United

States

G r a m m a r - B a s e d  I n t e r a c t i v e  V i s u a l i z a t i o n  o f  
G e n o m i c s  D a t a

1 3 : 5 0 T h e r e s a  A n i s j a  H a r b i g ,  Universi ty  of

Tuebingen,  Inst i tute  for  Bioinformatics  and

Medical  Informatics,  Germany

O m i c s T I D E :  I n t e r a c t i v e  E x p l o r a t i o n  o f  T r e n d s  
i n  M u l t i - O m i c s  D a t a

1 4 : 2 0 Q i a n w e n  W a n g ,  Harvard  Medical  School ,

United  States

S t a t e - b a s e d  V i s u a l  A n a l y s i s  o f  D i s e a s e  
P r o g r e s s i o n  w i t h  T h r e a d S t a t e s

V e s a l i u s :  I m a g e - f r e e  e x t r a c t i o n  a n d  a n a l y s i s  o f
t i s s u e  a n a t o m y  b y  u s i n g  i m a g e  p r o c e s s i n g
a p p l i e d  t o  s e q u e n c i n g  b a s e d  S p a t i a l
T r a n s c r i p t o m i c s

1 4 : 4 0 P a t r i c k  M a r t i n ,  BRIC,  Denmark

1 5 : 0 0 J e n  R o g e r s
B i o V i s  H i g h l i g h t s  T a l k :  I n s i g h t s  F r o m  E x p e r i m e n t s
W i t h  R i g o r  i n  a n  E v o B i o  D e s i g n  S t u d y

L i z  M a r a i ,  Universi ty  of  I l l inois  at  Chicago,

United  States
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E x p l a i n i n g  D e e p  L e a r n i n g  A p p r o a c h e s  i n  
D r u g  R e p u r p o s i n g  t h r o u g h  I n t e r a c t i v e  
D a t a  V i s u a l i z a t i o n

1 1 : 0 0 K o m l a n  A t i t e y ,  NIH  -  National  Inst i tute  of

Environmental  Health  Sciences  (NIEHS ) ,

United  States

1 1 : 1 0 Q i a n w e n  W a n g ,  Harvard  Medical  School ,

United  States

1 1 : 3 0 E l z b i e t a  G r a l i n s k a ,  Max  Planck  Inst i tute  for

Molecular  Genetics,  Germany

C o l o r  e n c o d i n g  o f  h i g h - d i m e n s i o n a l  d a t a  
u s i n g  t h e  C I E L A B  c o l o r  s p a c e  a n d  s t a t e - o f - t h e - a r t  
d i m e n s i o n a l i t y  r e d u c t i o n  t e c h n i q u e s

1 1 : 4 0 M i k a e l a  K o u t r o u l i ,  Universi ty  of

Copenhagen,  Denmark

1 1 : 5 0 J a y a r a m  K a n c h e r l a ,  Data  Science  and

Stat ist ical  Computing,  Genentech,  Inc. ,

United  States

H i e r a r c h i c a l  i n t e r a c t i v e  e x p l o r a t i o n  a n d  
a n a l y s i s  o f  s i n g l e  c e l l  R N A - s e q  d a t a s e t s

1 2 : 0 0 H e l e n a  J a m b o r

B i o V i s  H i g h l i g h t s  T a l k :  I m a g e  v i s u a l i s a t i o n  
i n  p u b l i c a t i o n s  -  c u r r e n t  s t a t u s  a n d  w o r k f l o w s  
f o r  i m p r o v e m e n t s

1 2 : 4 0 M a r w a n  A b d e l l a h ,  Blue  Brain  Project  (BBP )

/  EPFL,  Switzer land

P r o c e e d i n g s  P r e s e n t a t i o n :  M e t a b a l l  s k i n n i n g  o f  
s y n t h e t i c  a s t r o g l i a l  m o r p h o l o g i e s  i n t o  r e a l i s t i c  
m e s h  m o d e l s  f o r  i n  s i l i c o  s i m u l a t i o n s  a n d  v i s u a l  
a n a l y t i c s

1 3 : 0 0 T r e v o r  M a n z ,  Harvard  Medical  School ,

United  States

I n t e r a c t i v e  m u l t i s c a l e  m i c r o s c o p y  v i s u a l i z a t i o n  
o n  t h e  w e b  w i t h  V i v

1 3 : 1 0 D e v i n  L a n g e ,  Universi ty  of  Utah,  United

States

L o o n :  U s i n g  E x e m p l a r s  t o  V i s u a l i z e  L a r g e  
S c a l e  M i c r o s c o p y  D a t a

B e n c h m a r k i n g  f r a m e w o r k  f o r  o p t i m a l  
v i s u a l i z a t i o n  a n d  i n t e r p r e t a b i l i t y  o f  h i g h -
d i m e n s i o n a l  s e p a r a b l e  d a t a

A s s o c i a t i o n  P l o t s  r e v e a l  c l u s t e r - s p e c i f i c  g e n e s  
f r o m  h i g h - d i m e n s i o n a l  t r a n s c r i p t o m e  d a t a

A n  E x t e n s i v e  V i s u a l i z a t i o n  S u i t e  f o r  P a t h w a y /
G e n o m e  D a t a b a s e s

1 3 : 3 0 H e b a  S a i l e m ,  Universi ty  of  Oxford,  United

Kingdom

1 3 : 5 0 P e t e r  K a r p ,  SRI  Internat ional ,  United
States

1 4 : 2 0 J e s s i c a  H u l l m a n ,  Northwestern  Universi ty ,  US

1 5 : 1 0 B i o V i s  A w a r d  C e r e m o n y  &  C l o s i n g

S h a p o G r a p h y :  a  g l y p h - o r i e n t e d  v i s u a l i s a t i o n
a p p r o a c h  f o r  c r e a t i n g  p i c t o r i a l  r e p r e s e n t a t i o n s  o f
b i o i m a g i n g  d a t a

BioVis  Keynote:  T h e o r i e s  o f  i n f e r e n c e  f o r  
v i s u a l i z a t i o n  i n t e r a c t i o n s



S o u r m a s h  p r o t e i n  k - m e r  s k e t c h e s  f o r  
l a r g e - s c a l e  s e q u e n c e  c o m p a r i s o n s

BOSC COSI
COSI TRACK PRESENTATIONS

Friday,  Ju ly  30th

1 1 : 0 0 T h o m a s  H e r v é  M b o a  N k o u d o u ,
Universi ty  of  Ottowa  and  Mboalab,

Canada /Cameroon

BOSC  Keynote:  Contribution  du  mouvement  

maker  dans  le  domaine  de  la  biotechnologie  en

 Afrique:  Une  perspective  de  la  science  ouverte  

(Contribution  of  the  maker  movement  to  

biotechnology  in  Africa:  An  open  science  

perspective)

1 1 : 4 0 B h a n u  G a n d h a m ,  Broad  Inst i tute  of  MIT

and  Harvard,  United  States

G A T K  f o r  M i c r o b e s

1 1 : 4 5 N .  T e s s a  P i e r c e - W a r d ,  Universi ty  of

Cal i fornia,  Davis ,  United  States
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e l P r e p  5 :  A  m u l t i - t h r e a d e d  t o o l  f o r  s e q u e n c e  
a n a l y s i s

1 1 : 5 0 C h a r l o t t e  H e r z e e l ,  imec,  Belgium,

Belgium

E v o l u t i o n  o f  t h e  N e x t f l o w  w o r k f l o w  
m a n a g e m e n t  s y s t e m

1 3 : 2 0 P a o l o  D i  T o m m a s o ,  Seqera  Labs,  Spain

S a p p o r o :  a n  i m p l e m e n t a t i o n  o f  G A 4 G H  
W o r k f l o w  E x e c u t i o n  S e r v i c e  s t a n d a r d  t o  
b r i d g e  t h e  d i f f e r e n t  w o r k f l o w  l a n g u a g e
c o m m u n i t i e s

1 3 : 4 0 T a z r o  O h t a ,  Database  Center  for  Life

Science,  Japan

N o v e l t i e s  i n  B i o t i t e :  A  P y t h o n  l i b r a r y  f o r  
c o m p u t a t i o n a l  m o l e c u l a r  b i o l o g y

1 2 : 0 0 P a t r i c k  K u n z m a n n ,  Technical  Universi ty
Darmstadt ,  Germany

S t e l l a r P G x :  A  N e x t f l o w  P i p e l i n e  f o r  C a l l i n g  
S t a r  A l l e l e s  i n  C y t o c h r o m e  P 4 5 0  G e n e s

1 2 : 0 5

E v a l u a t i n g  f u n c t i o n a l  e q u i v a l e n c e  b e t w e e n  
v a r i a n t  c a l l i n g  p i p e l i n e s

1 2 : 1 0 M i c h a e l  G a t z e n ,  Broad  Inst i tute  of  MIT

and  Harvard,  Germany

I n t r o d u c i n g  W A R P :  A  c o l l e c t i o n  o f  c l o u d - o p t i m i z e d  
w o r k f l o w s  f o r  b i o l o g i c a l  d a t a  p r o c e s s i n g  a n d  
r e p r o d u c i b l e  a n a l y s i s

1 2 : 4 0 K y l e e  D e g a t a n o ,  Broad  Inst i tute,  United

States

W F P M :  a  n o v e l  W o r k F l o w  P a c k a g e  M a n a g e r  t o  
e n a b l e  c o l l a b o r a t i v e  w o r k f l o w  d e v e l o p m e n t  v i a  
r e u s a b l e  a n d  s h a r e a b l e  p a c k a g e s

1 3 : 0 0 J u n j u n  Z h a n g ,  Ontar io  Inst i tute  for

Cancer  Research,  Canada

D o c k s t o r e  -  2 0 2 1  u p d a t e

1 3 : 5 0 D e n i s  Y u e n ,  Ontar io  Inst i tute  for  Cancer

Research,  Canada

S u m m a r y  V i s u a l i z a t i o n s  o f  G e n e  O n t o l o g y  
T e r m s  W i t h  G O - F i g u r e !

1 4 : 2 0 M a a r t e n  R e i j n d e r s ,  Department  of
Ecology  and  Evolut ion,  Universi ty  of

Lausanne,  Switzer land

J B r o w s e  2 :  A  d a t a  v i s u a l i z a t i o n  p l a t f o r m  w i t h
s p e c i a l  f e a t u r e s  f o r  c o m p a r a t i v e  g e n o m i c s  
a n d  s t r u c t u r a l  v a r i a n t  v i s u a l i z a t i o n

1 4 : 2 5 C o l i n  D i e s h ,  Universi ty  of  Cali fornia,

Berkeley,  United  States

U s i n g  D o c k e r  t o  m a k e  J B r o w s e  
d e p l o y m e n t  e a s i e r

1 4 : 3 0 S c o t t  C a i n ,  Ontar io  Inst i tute  for  Cancer

Research,  United  States

E r s i l i a :  a  h u b  o f  o p e n  s o u r c e  d r u g  
d i s c o v e r y  m o d e l s  f o r  g l o b a l  h e a l t h

1 4 : 4 0 G e m m a  T u r o n ,  Ersi l ia  Open  Source

Init iat ive,  United  Kingdom

K n o w l e d g e  g r a p h  a n a l y t i c s  p l a t f o r m  c o m b i n i n g
L I N C S  a n d  I D G  f o r  d r u g  t a r g e t  i l l u m i n a t i o n
f e a t u r i n g  p r e l i m i n a r y  r e s u l t s  f o r  P a r k i n s o n ' s  
D i s e a s e

1 4 : 5 0 J e r e m y  Y a n g ,  Indiana  Universi ty ,  United

States

R o b u s t  v a r i a n t  i n t e r p r e t a t i o n  i n  p r e c i s i o n  o n c o l o g y
u s i n g  a  g r a p h  k n o w l e d g e  b a s e

1 5 : 0 0 C a r a l y n  R e i s l e ,  Canada 's  Michael  Smith

Genome  Sciences  Centre,  Canada

L i g h t n i n g  T a l k s  A n a l y s i s  T o o l s  B

1 2 : 0 0 K u n z m a n n ,  T w e s i g o m w e ,  G a t z e n

L i g h t n i n g  T a l k s  V i s u a l i z a t i o n

1 2 : 0 0 R e i j n d e r s ,  D i e s h ,  C a i n

L i g h t n i n g  T a l k s  A n a l y s i s  T o o l s  A

1 1 : 4 0 G a n d h a m ,  P i e r c e - W a r d ,  H e r z e e l



L o w  a v a i l a b i l i t y  o f  c o d e  a n d  h i g h  a v a i l a b i l i t y
 o f  r a w  o m i c s  d a t a  a c c o m p a n y i n g  b i o m e d i c a l  
s t u d i e s

BOSC COSI
COSI TRACK PRESENTATIONS

Thursday,  Ju ly  29th

1 1 : 0 0 H a r r i s ,  C o c k ,  S p o n s o r s ,  

O p e n i n g  r e m a r k s

1 1 : 2 0 C h r i s t i e  B a h l a i ,  Kent  State  Universi ty ,

USA

BOSC  Keynote:  Signif icant  heterogeneit ies:  

Ecology ’s  emergence  as  open  and  synthetic  

science

1 2 : 0 0 A l l e g r a  V i a ,  IBPM -CNR,  c /o  Department  of

Biochemical  Sciences  ,  I ta ly

T h e  E L I X I R  S o f t w a r e  M a n a g e m e n t  P l a n

1 2 : 0 5 D h r i t h i  D e s h p a n d e ,  Universi ty  of

Southern  Cali fornia,  United  States
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B r A P I :  a  s t a n d a r d  A P I  s p e c i f i c a t i o n  f o r  p l a n t  
b r e e d i n g  d a t a

1 2 : 1 0 P e t e r  S e l b y ,  Cornel l  Universi ty ,  United
States

B u i l d i n g  a  F e d e r a t e d  D a t a  C o m m o n s  
w i t h  A r v a d o s

1 3 : 2 0 S a r a h  Z a r a n e k ,  Curi i  Corporat ion,
United  States

T h e  O p e n C G A  g e n o m e - o p t i m i s e d  d a t a  s t o r e :
a c c e s s i n g  a  h u n d r e d  t h o u s a n d  g e n o m e s ,  a  
b i l l i o n  v a r i a n t s ,  a n d  a  h u n d r e d  t r i l l i o n  
g e n o t y p e s  i n  r e a l - t i m e .

1 3 : 4 0 W i l l  S p o o n e r ,  Zetta  Genomics  Ltd. ,

United  Kingdom

I n t r o d u c t i o n  t o  j o i n t  s e s s i o n  w i t h  F u n c t i o n  
C O S I

1 4 : 2 0 I d d o  F r i e d b e r g

T h e  G e n e P a t t e r n  N o t e b o o k  E n v i r o n m e n t

1 2 : 4 0 M i c h a e l  R e i c h ,  Universi ty  of  Cali fornia

San  Diego,  United  States

S t a n d a r d i z i n g  b i o m e d i c a l  m e t a d a t a  c u r a t i o n  
u s i n g  s c h e m a t i c

1 3 : 0 0 S u j a y  P a t i l ,  Sage  Bionetworks,  United

States

C a d m u s :  a  p i p e l i n e  f o r  b i o m e d i c a l  f u l l - t e x t  
r e t r i e v a l

1 3 : 0 5 J a m i e  C a m p b e l l ,  The  Universi ty  of

Edinburgh,  United  Kingdom

T r i p a l  c r e a t e s  o n l i n e  b i o l o g i c a l ,  c o m m u n i t y  
b a s e d  w e b  p o r t a l s  f o r  r e s e a r c h  a n d  a n a l y s i s

1 3 : 1 0 R i s h a r d e  R a m n a t h ,  Universi ty  of

Connecticut ,  United  States

C o m p l e t i n g  t h e  f u n c t i o n a l  h u m a n  p r o t e o m e
t o g e t h e r !

1 4 : 3 0 M o n i q u e  Z a h n ,  SIB  Swiss  Inst i tute  of

Bioinformatics,  Switzer land

BOSC /Function  Keynote:  Open  approaches  

to  advance  data - intensive  biomedicine

1 4 : 4 0 L a r a  M a n g r a v i t e ,  Sage  Bionetworks,

USA

1 2 : 0 0 P s o m o p o u l o s ,  D e s h p a n d e ,  S e l b y

L i g h t n i n g  T a l k s  S t a n d a r d s  a n d  P r a c t i c e s  f o r  
O p e n  S c i e n c e  

1 3 : 0 0 P a t i l ,  C a m p b e l l ,  R a m n a t h

L i g h t n i n g  T a l k s  T o o l s  f o r  O p e n  S c i e n c e



C o m p a r a t i v e  a n a l y s i s  o f  i n f o r m a t i o n -
t h e o r y - b a s e d  s t a t i s t i c a l  m e t h o d s  a n d  
t r a n s f o r m e r - b a s e d  m a c h i n e  l e a r n i n g  
t e c h n i q u e s  f o r  t e x t  c l a s s i f i c a t i o n

CAMDA COSI
COSI TRACK PRESENTATIONS

Wednesday,  Ju ly  28th

1 1 : 0 0 F r a n c e s c a  C i c c a r e l l i
CAMDA  Keynote:  Gene  deregulations  

driving  cancer  at  single  patient  resolution

1 2 : 0 0  W e n z h o n g  X i a o ,  Massachusetts
General  Hospital ,  Harvard  Medical

School ,  United  States

C A M A D A  C h a l l e n g e s  -  O v e r v i e w

1 2 : 4 0 X i a n g h a o  Z h a n ,  Stanford  Universi ty ,  United

States

F i l t e r  D r u g - i n d u c e d  L i v e r  I n j u r y  ( D I L I )  
L i t e r a t u r e  w i t h  N a t u r a l  L a n g u a g e  P r o c e s s i n g  
a n d  E n s e m b l e  L e a r n i n g

1 3 : 2 0 A r s e n t i i  I v a s i u k ,  Bogomoletz  Inst i tute  of

Physiology,  Kyiv,  Ukraine,  Ukraine
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T h e  C A M D A  C o n t e s t  C h a l l e n g e s  
T e x t N e t T o p i c s :  A p p l i e d  o n  L i t e r a t u r e  
A I  f o r  D r u g  I n d u c e d  L i v e r  I n j u r y

1 3 : 4 0 M a l i k  Y o u s e f ,  Zefat  College,  Israel

M e d i c a l  t e x t  c l a s s i f i c a t i o n  u s i n g  d y n a m i c  
t i m e  w a r p i n g  ( D T W )  a n d  a  C N N - B i L S T M  
h y b r i d  m o d e l

1 3 : 5 0 G e h a d  Y o u s s e f ,  Universi ty  of

Cambridge,  United  Kingdom

R o b u s t n e s s  a n d  r e p r o d u c i b i l i t y  o f  
c o m p u t a t i o n a l  g e n o m i c s  t o o l s

1 4 : 2 0 S e r g h e i  M a n g u l ,  Universi ty  of  Southern

Cal i fornia,  Los  Angeles,  United  States

I n  s i l i c o  e v a l u a t i o n  o f  S A R S - C o V - 2  p r i m e r s  
p e r f o r m a n c e

1 4 : 3 0 M i c h a ł  K o w a l s k i ,  Krakow,  Poland,

Poland

M e c h a n i s t i c  m o d e l s  o f  C O V I D - 1 9  d i s e a s e  
m a p s  t o  m o d e l  S A R S - C o V - 2  i n f e c t i o n  a n d  
\ a n t i v i r a l  i n t e r v e n t i o n s

1 4 : 4 0 K i n z a  R i a n ,  Sevi l la , ,  Spain

C A M D A  1 s t  d a y  s u m m a r y

1 4 : 5 0 J o a q u i n  D o p a z o ,  Sevi l la ,  Spain



F i n e - t u n i n g  p r e t r a i n e d  r o B E R T a  m o d e l  
f o r  o p t i m i z i n g  r e l e v a n t  b i o m e d i c a l  l i t e r a t u r e  
s e a r c h

CAMDA COSI
COSI TRACK PRESENTATIONS

Thursday,  Ju ly  29th

1 1 : 0 0 W e i d a  T o n g
C A M D A  I n v i t e d :  5  m y t h s  a b o u t  A I  a n d  i t s  
i m p l i c a t i o n  t o  r e g u l a t o r y  s c i e n c e  a t  F D A

1 1 : 4 0 S a n j a y  R a t h e e ,  Universi ty  of

Cambridge,  United  Kingdom

D I L I c  :  A n  A I  b a s e d  c l a s s i f i e r  t o  s e a r c h  
f o r  D r u g - I n d u c e d  L i v e r  I n j u r y  L i t e r a t u r e

1 2 : 4 0 N i c h o l a s  M  K a t r i t s i s ,  Universi ty  of

Cambridge,  United  Kingdom

d i a l o g í :  A  t e x t - m i n i n g  a p p r o a c h  f o r  t h e  
i d e n t i f i c a t i o n  o f  D I L I - r e l a t e d  l i t e r a t u r e  w i t h  
a u t o m a t e d  c o n c e p t  e x t r a c t i o n

1 3 : 0 0 V a l e n t y n  B e z s h a p k i n ,  Małopolska
Centre  of  Biotechnology,  Poland
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D i s c o v e r i n g  r e l a t i o n s h i p  b e t w e e n  
b a c t e r i o p h a g e s  a n d  a n t i m i c r o b i a l  r e s i s t a n c e

1 3 : 2 0 D i m i t a r  V a s s i l e v ,  Sofia  Universi ty  ,

Bulgar ia

CAMDA  Keynote:  Microbiome  Data  

Science:  from  the  Earth  microbiome  to

 the  Global  virom

1 4 : 2 0 N i k o s  K y r p i d e s

C A M D A  2 n d  d a y  s u m m a r y

1 5 : 1 0 P a w e ł  P .  Ł a b a j ,  Małopolska  Centre  of

Biotechnology  of  Jagiel lonian

Universi ty ,  Poland



P r o c e e d i n g s  P r e s e n t a t i o n :  I n v e s t i g a t i o n  
o f  R E F I N E D  C N N  e n s e m b l e  l e a r n i n g  f o r  
a n t i - c a n c e r  d r u g  s e n s i t i v i t y  p r e d i c t i o n

CAMDA COSI
COSI TRACK PRESENTATIONS

Friday,  Ju ly  30th

1 1 : 0 0 M a r í a  P e ñ a - C h i l e t ,  Hospital  Virgen

del  Rocío,  Sevi l la ,  Spain,  Spain

C A M D A  I n v i t e d :  M e c h a n i s t i c  m o d e l s  i n  
e m e r g i n g  i n f e c t i o u s  d i s e a s e s :  l e a r n i n g  f r o m  
C O V I D - 1 9

1 1 : 4 0 G o n g h u a  L i ,   Chinese  Academy  of

Sciences,  China

T a r g e t i n g  t h e  h o s t  r e s p o n s e  i n  C O V I D - 1 9  
b y  i n t e g r a t i o n  o f  m e t a b o l i c  m o d e l i n g  a n d  
c h e m i n f o r m a t i c s

1 2 : 4 0 D o n g y u a n  W u ,  Department  of  Biostat ist ics ,
Universi ty  of  Flor ida,  United  States

U T R C O V 2 :  U n r a v e l i n g  T  c e l l  r e s p o n s e s  
f o r  l o n g  t e r m  p r o t e c t i o n  o f  S A R S - C O V - 2  
i n f e c t i o n

1 3 : 0 0 O m i d  B a z g i r ,  Texas  Tech  Universi ty ,

United  States
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P r o c e e d i n g s  P r e s e n t a t i o n :  P a t h C N N :  
I n t e r p r e t a b l e  c o n v o l u t i o n a l  n e u r a l  n e t w o r k s  
f o r  s u r v i v a l  p r e d i c t i o n  a n d  p a t h w a y  a n a l y s i s  
a p p l i e d  t o  g l i o b l a s t o m a

1 3 : 2 0 J u n g  H u n  O h ,  Memorial  Sloan  Ketter ing

Cancer  Center ,  United  States

P r o c e e d i n g s  P r e s e n t a t i o n :  A s y n c h r o n o u s  
P a r a l l e l  B a y e s i a n  O p t i m i z a t i o n  f o r  
A I - d r i v e n  C l o u d  L a b o r a t o r i e s

1 3 : 4 0 T r e v o r  F r i s b y ,  Carnegie  Mellon

Universi ty ,  United  States

C A M D A  C a f e  -  G r a n d  c h a l l e n g e s  o f  o u r  t i m e s

1 4 : 2 0 J o a q u i n  D o p a z o ,  Sevi l la ,  Spain,  Spain

A w a r d  a n n o u n c e m e n t  a n d  c l o s i n g  r e m a r k s

1 5 : 1 0 D a v i d  P  K r e i l



COMPMS COSI
COSI TRACK PRESENTATIONS

Monday,  Ju ly  26th

1 1 : 0 0 C l a i r e  O ' D o n o v a n

CompMS  Keynote:  Developments  and  

challenges  in  metabolomics  and  

interactions  with  the  other  omics
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1 2 : 0 0 C a m i l l e  R o q u e n c o u r t ,  Gif -sur -

Yvette,  France,  France

p t a i r M S :  p r o c e s s i n g  a n d  a n a l y s i s  o f  
P T R - T O F - M S  d a t a  f o r  b i o m a r k e r  
d i s c o v e r y  i n  e x h a l e d  b r e a t h

1 2 : 4 0 M a r t i n  A n d r e  H o f f m a n n ,  Friedrich

Schi l ler  Universi ty  Jena,  Germany

A s s i g n i n g  c o n f i d e n c e  t o  s t r u c t u r a l  
a n n o t a t i o n s  f r o m  m a s s  s p e c t r a  w i t h  
C O S M I C

1 3 : 0 0 E r i c  B a c h ,  Aalto  Universi ty ,

Finland

P r o b a b i l i s t i c  F r a m e w o r k  f o r  I n t e g r a t i o n  
o f  M a s s  S p e c t r u m  a n d  R e t e n t i o n  T i m e  
I n f o r m a t i o n  i n  S m a l l  M o l e c u l e  I d e n t i f i c a t i o n

1 3 : 2 0 L i u  C a o ,  Computat ional  Biology
Department,  Carnegie  Mellon

Universi ty ,  United  States

P r o c e e d i n g s  P r e s e n t a t i o n :  M S 2 P l a n n e r :  
O p t i m i z i n g  C o v e r a g e  i n  T a n d e m  M a s s  
S p e c t r o m e t r y  b a s e d  M e t a b o l o m i c s  b y  
I t e r a t i v e  D a t a  A c q u i s i t i o n

1 3 : 4 0 K y o w o n  J e o n g ,  Universi ty  of

Tübingen,  Germany

F L A S H I d a :  I n t e l l i g e n t  d a t a  a c q u i s i t i o n  f o r  
t o p - d o w n  p r o t e o m i c s  t h a t  d o u b l e s  p r o t e o f o r m  
i d e n t i f i c a t i o n  c o u n t

1 4 : 2 0 A y s e  B .  D i n c e r ,  Universi ty  of

Washington,  United  States

I n f e r r i n g  p e p t i d e  c o e f f i c i e n t s  f r o m  
q u a n t i t a t i v e  m a s s  s p e c t r o m e t r y  d a t a

1 4 : 4 0 A n d y  L i n ,  P a c i f i c  Northwest
National  Laboratory,  United  States

M S 1 C o n n e c t :  a  m a s s  s p e c t r o m e t r y  
r u n  s i m i l a r i t y  m e a s u r e

1 5 : 0 0 Y a n g  Y o u n g  L u ,  Universi ty  of

Washington,  United  States

P r o c e e d i n g s  P r e s e n t a t i o n :  D I A m e t e r :  
M a t c h i n g  p e p t i d e s  t o  d a t a - i n d e p e n d e n t
a c q u i s i t i o n  m a s s  s p e c t r o m e t r y  d a t a



COMPMS COSI
COSI TRACK PRESENTATIONS

Tuesday,  Ju ly  27th

1 1 : 0 0 V a d i m  D e m i c h e v

CompMS  Keynote:  Towards  high -

throughput  proteomics
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1 2 : 0 0 M e l a n i e  F ö l l ,  Universi ty  Medical

Center  Freiburg,  Germany

M a x Q u a n t  a n d  M S s t a t s  i n  G a l a x y  e n a b l e  
r e p r o d u c i b l e  q u a n t i t a t i v e  p r o t e o m i c s  i n  
t h e  c l o u d  f o r  e v e r y o n e

1 2 : 1 0 L u k a s z  K o z l o w s k i ,  Universi ty  of

Warsaw,  Poland

I s o e l e c t r i c  P o i n t  C a l c u l a t o r  2 . 0  -  p r e d i c t i o n  
o f  i s o e l e c t r i c  p o i n t  a n d  p K a  d i s s o c i a t i o n  
c o n s t a n t s

1 2 : 4 0 S a n d e r  W i l l e m s ,  Max  Planck  Inst i tute  of

Biochemistry ,  Mart insr ied,  Germany,

Germany

A l p h a T i m s :  I n d e x i n g  u n p r o c e s s e d  t r a p p e d  
i o n  m o b i l i t y  s p e c t r o m e t r y  –  t i m e  o f  f l i g h t  d a t a  
f o r  f a s t  a n d  e a s y  a c c e s s i o n  a n d  v i s u a l i z a t i o n

1 3 : 0 0 J i n g h a n  Y a n g ,  C h i n e s e  A c a d e m y  o f
S c i e n c e s ,  B e i j i n g ,  C h i n a

P r o t e o P e p t i d e s :  a  w e b - b a s e d  t o o l  f o r  a c c u r a t e  
p r e d i c t i o n  a n d  v i s u a l i z a t i o n  o f  p r o t e o t y p i c  
p e p t i d e s  i n  p r o t e o m i c s

1 3 : 1 0 C h a r l o t t e  A d a m s ,  Universi ty  of

Antwerp,  Belgium

R e p r o c e s s i n g  o f  M S - b a s e d  v i r u s - h o s t  
p r o t e i n  i n t e r a c t i o n  d a t a  t o  e x p l o r e  t h e  
r o l e  o f  p o s t - t r a n s l a t i o n a l  m o d i f i c a t i o n s  d u r i n g  
S A R S - C o V - 2  i n f e c t i o n

1 3 : 2 0 M a t t e o  M a n i c a ,  IBM  Research

Europe,  Switzer land

P r o c e e d i n g s  P r e s e n t a t i o n :  O n  t h e  F e a s i b i l i t y  
o f  D e e p  L e a r n i n g  A p p l i c a t i o n s  U s i n g  R a w  
M a s s  S p e c t r o m e t r y  D a t a

1 3 : 4 0 W i l l i a m  F o n d r i e ,  Universi ty  of

Washington,  United  States

L e a r n i n g  c o m p a c t  r e p r e s e n t a t i o n s  o f  h i g h -
r e s o l u t i o n  t a n d e m  m a s s  s p e c t r a  w i t h o u t
s u p e r v i s i o n

1 4 : 2 0 E d w a r d  H u t t l i n ,  Harvard  Medical

School ,  United  States

CompMS  Keynote:  Exploring  the  ‘Social  

Network ’  within  a  Human  Cell



EDUCATION COSI
COSI TRACK PRESENTATIONS

Monday,  Ju ly  26th

1 1 : 0 0 A l l e g r a  V i a ,  IBPM -CNR,  c /o  Department

of  Biochemical  Sciences  ,  I ta ly

EDUCATION  COSI  KEYNOTE:  Teaching  the  

Instagram  generation:  a  lesson  learned  in  the  

pandemic  era
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1 1 : 4 0 M a r t a  L l o r e t - L l i n a r e s ,  European
Bioinformatics  Inst i tute  (EMBL -EBI ) ,  United

Kingdom

T h e  P e r M e d C o E  c o m p e t e n c y  f r a m e w o r k  t o  
g u i d e  t h e  t r a i n i n g  p r o g r a m m e

1 2 : 0 0 D r  N i k i f o r o s  K a r a m a n i s ,  European
Bioinformatics  Inst i tute,  United  Kingdom

U s e r  E x p e r i e n c e  D e s i g n  t r a i n i n g  i n  a  
b i o i n f o r m a t i c s  o r g a n i s a t i o n

1 2 : 4 0 I n v i t e d  G r o u p  p r e s e n t a t i o n

R e p o r t  f r o m  t h e  B i o i n f o r m a t i c s  E d u c a t i o n  S u m m i t

1 2 : 4 0 I n v i t e d  G r o u p  p r e s e n t a t i o n

R e p o r t  f r o m  t h e  I S C B  E d u c a t i o n  C o m m i t t e e

1 4 : 2 0 P h i l l i p  C o m p e a u ,  Carnegie  Mellon  Universi ty

Computat ional  Biology  Department,  United

States

T e a c h i n g  a  C o m p r e h e n s i v e  I n t r o d u c t o r y  
C o u r s e  i n  C o m p u t a t i o n a l  B i o l o g y  f o r  F i r s t - Y e a r  
C o m p u t e r  S c i e n c e  U n d e r g r a d u a t e s

1 4 : 4 0 A l e j a n d r o  R e y e s  M u ñ o z

EDUCATION  COSI  KEYNOTE:  Establishing  a

graduate  program  in  Bioinformatics  in

Colombia.  Challenges  and  successes  from

Uniandes  experience

1 3 : 2 0 V e n k a t a  S a t a g o p a m ,  Universi ty  of

Luxembourg,  Luxembourg

C a t h e r i n e  B r o o k s b a n k ,  EMBL -EBI ,  United

Kingdom

N i c o l a  M u l d e r ,  Universi ty  of  Cape  Town,

South  Afr ica

R e p o r t  f r o m  t h e  I S C B  E d u c a t i o n  C o m m i t t e e



EDUCATION COSI
COSI TRACK PRESENTATIONS

Tuesday,  Ju ly  27th

1 1 : 0 0 W a i  K e a t  Y a m ,  Perdana  Universi ty ,

Malaysia

EDUCATION  COSI  KEYNOTE:  Journey  into  

Bioinformatics  and  Data  Science  Education,  

Training  and  Outreach:  Our  Experience.
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1 1 : 4 0 B r u n o  G a e t a ,  UNSW  Sydney,  Austral ia

A s s e s s i n g  u n d e r s t a n d i n g  o f  s i m p l e  b i o i n f o r m a t i c s  
a l g o r i t h m s  w i t h  t h e  M o o d l e  q u i z  “ f o r m u l a s ”  
q u e s t i o n  t y p e

1 2 : 0 0 M a r i e  S e m o n ,  ENS  de  Lyon  /  LBMC,  France

P r a c t i c a l s  i n  n e x t - g e n e r a t i o n  s e q u e n c i n g  -  
P r o g r a m m i n g  c o u r s e  i n  a  g e n e r a l i s t  s c h o o l
 c a n  t r u l y  b e  f u n ,  e v e n  i n  l o c k d o w n .

1 2 : 4 0 A n n a  S w a n ,  EMBL -EBI ,  United  Kingdom
R e d e s i g n  a n d  F A I R i f i c a t i o n  o f  E M B L - E B I ’ s  
t r a i n i n g  w e b s i t e

1 3 : 0 0 P r a m e s h  S i n g h ,  Reed  College,  United  States

G r a p h e r y :  i n t e r a c t i v e  t u t o r i a l s  f o r  b i o l o g i c a l  
n e t w o r k  a l g o r i t h m s

1 3 : 2 0 V e r e n a  R a s ,  Universi ty  of  Cape  Town,  South

Afr ica

T r a i n i n g  d u r i n g  a  p a n d e m i c :  “ W h y  m o v i n g  
o n l i n e  i s  n o t  t h e  q u i c k  f i x  y o u  t h i n k  i t  i s ”  -  
t h e  H 3 A B i o N e t  e x p e r i e n c e

1 3 : 4 0 S a n n a  A b r a h a m s s o n ,  Gothenburg  Universi ty ,

Sweden

P r o c e e d i n g s  P r e s e n t a t i o n :  C o m p a r i s o n  o f  
o n l i n e  l e a r n i n g  d e s i g n s  d u r i n g  t h e  C O V I D - 1 9
p a n d e m i c  w i t h i n  B i o i n f o r m a t i c s  c o u r s e s  i n  
h i g h e r  e d u c a t i o n

1 4 : 2 0 P h i l l i p  C o m p e a u ,  Carnegie  Mellon  Universi ty

Computat ional  Biology  Department,  United

States

V e r a  M a t s e r ,  European  Molecular  Biology

Laboratory  -  European  Bioinformatics  Inst i tute

(EMBL -EBI )  & ELIXIR -EBI ,  United  Kingdom

B r u n o  G a e t a ,  UNSW  Sydney,  Austral ia

N i c o l a  M u l d e r ,  Universi ty  of  Cape  Town,  

South  Afr ica

P a n e l  D i s c u s s i o n :  O n l i n e  a n d  h y b r i d  
e d u c a t i o n  p o s t - C O V I D



EVOLCOMPGEN COSI
COSI TRACK PRESENTATIONS

MONDAY,  JULY 26TH

S a l v a t o r e  C o s e n t i n o ,  The  Universi ty  of

Tokyo,  Japan

S o n i c P a r a n o i d 2 :  M a c h i n e  L e a r n i n g - D r i v e n  
I n t e g r a t i o n  o f  B B H  a n d  P r o t e i n  D o m a i n  
A n a l y s i s  f o r  F a s t e r  a n d  M o r e  A c c u r a t e  O r t h o l o g y  
I n f e r e n c e

I n h y u k  S o n g ,  Pusan  National  Universi ty ,

South  Korea
C o n v o l u t i o n a l  n e u r a l  n e t w o r k s  f o r  c o p y  
n u m b e r  v a r i a t i o n  d e t e c t i o n  i n  c a n c e r  
g e n o m e s  u s i n g  s h o r t - r e a d  s e q u e n c i n g  d a t a  o n l y

1 1 : 0 0

1 1 : 4 0
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S o p h i e  S e i d e l ,  ETH  Zurich,  Switzer land

I n f e r r i n g  s i n g l e - c e l l  t r e e s  a l o n g s i d e  c e l l - s t a t e  
t r a n s i t i o n  d y n a m i c s  f r o m  l i n e a g e  t r a c i n g  a n d  
R N A s e q  d a t a  -  r e v i s e d

1 2 : 0 0

L i v e  Q & A1 2 : 1 0

Q i q i n g  T a o ,  Temple  Universi ty ,  United  States

P r o c e e d i n g s  P r e s e n t a t i o n :  D a t a - d r i v e n  s p e c i a t i o n
 t r e e  p r i o r  f o r  b e t t e r  s p e c i e s  d i v e r g e n c e  t i m e s  
i n  c a l i b r a t i o n - p o o r  m o l e c u l a r  p h y l o g e n i e s

1 2 : 4 0

Y u v a l  T a b a c h ,  The  Hebrew  Universi ty -

Hadassah  Medical  School ,  Israel

C o - e v o l u t i o n  b a s e d  m a c h i n e - l e a r n i n g  f o r  
p r e d i c t i n g  h u m a n  f u n c t i o n a l  i n t e r a c t i o n s  
a n d  u n r a v e l i n g  e v o l u t i o n a r y  i n s i g h t s

1 3 : 1 0

C h r i s  P a p a d o p o u l o s ,  Inst i tute  for  Integrat ive

Biology  of  the  Cell  (Universi té  Paris -Saclay,

CEA,  CNRS ) ,  France

I n t e r g e n i c  O R F s  a s  e l e m e n t a r y  s t r u c t u r a l  
m o d u l e s  o f  d e  n o v o  g e n e  b i r t h  a n d  p r o t e i n  
e v o l u t i o n

1 3 : 3 0

L i v e  Q & A1 3 : 5 0

E r i n  M o l l o y ,  Universi ty  at  Cali fornia,  Los

Angeles,  United  States

P r o c e e d i n g s  P r e s e n t a t i o n :  A d v a n c i n g  a d m i x t u r e  
g r a p h  e s t i m a t i o n  v i a  m a x i m u m  l i k e l i h o o d  n e t w o r k  
o r i e n t a t i o n

1 4 : 2 0

Y i - F e i  H u a n g ,  Pennsylvania  State  Universi ty ,

United  States

D i s s e c t i n g  g e n o m i c  d e t e r m i n a n t s  o f  p o s i t i v e  s e l e c t i o n
w i t h  a n  e v o l u t i o n - g u i d e d  
r e g r e s s i o n  m o d e l

1 4 : 5 0

L i v e  Q & A1 5 : 1 0



EVOLCOMPGEN COSI
COSI TRACK PRESENTATIONS

TUESDAY,  JULY 27TH

J a n a n i  R a v i ,  Michigan  State  Universi ty ,  USA,

United  States

M o l E v o l v R :  A  w e b a p p  f o r  c h a r a c t e r i z i n g  
p r o t e i n s  u s i n g  m o l e c u l a r  e v o l u t i o n  a n d  
p h y l o g e n y

M o h a k  S h a r d a ,  National  Centre  for  Biological

Sciences,  Bangalore,  India,  India
E v o l u t i o n a r y  a n d  C o m p a r a t i v e  g e n o m i c s  o f  
B a c t e r i a l  N o n - h o m o l o g o u s  E n d  J o i n i n g  R e p a i r

1 1 : 0 0

1 1 : 4 0
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I l a n a  B r i t o ,  Cornel l  Universi ty ,  United  States

N e a r - p e r f e c t  p r e d i c t i o n s  o f  h o r i z o n t a l  g e n e  
t r a n s f e r  a n d  t h e  e m e r g e n c e  o f  a n t i b i o t i c  
r e s i s t a n c e

1 2 : 0 0

L i v e  Q & A1 2 : 1 0

Y o a n n  A n s e l m e t t i ,  Universi té  de  Sherbrooke,

Canada

P r o c e e d i n g s  P r e s e n t a t i o n :  G e n e  T r e e  a n d  S p e c i e s  
T r e e  R e c o n c i l i a t i o n  w i t h  E n d o s y m b i o t i c  G e n e  
T r a n s f e r

1 2 : 4 0

M a g d a  M a r k o w s k a ,  Universi ty  of  Warsaw,

Poland

C O N E T :  C o p y  n u m b e r  e v e n t  t r e e  m o d e l  o f  
e v o l u t i o n a r y  t u m o r  h i s t o r y  f o r  s i n g l e - c e l l  d a t a

1 3 : 1 0

C o n o r  W a l k e r ,  EMBL  -  European

Bioinformatics  Inst i tute,  United  Kingdom

A c c u r a t e  d e t e c t i o n  o f  i n t e r s p e c i f i c  p o s i t i v e  
s e l e c t i o n  u s i n g  c o n v o l u t i o n a l  n e u r a l  n e t w o r k s

1 3 : 3 0

L i v e  Q & A1 3 : 5 0

C h a i t a n y a  A l u r u ,  Princeton  Universi ty ,  United

States

P r o c e e d i n g s  P r e s e n t a t i o n :  I m p r o v e d  I n f e r e n c e  
o f  T a n d e m  D o m a i n  D u p l i c a t i o n s

1 4 : 2 0

M a l a y  B a s u ,  Universi ty  of  Alabama,

Birmingham,  United  States

L i n g u i s t i c  m o d e l i n g  o f  p r o t e o m e  c o m p l e x i t y  i n  c a n c e r :
e v o l u t i o n a r y  I m p l i c a t i o n s

1 4 : 5 0

L i v e  Q & A1 5 : 1 0



EVOLCOMPGEN COSI
COSI TRACK PRESENTATIONS

WEDNESDAY,  JULY 28TH

E l i s e  P a r e y ,  Inst i tut  de  Biologie  de  l 'Ecole

normale  supérieure  ( IBENS ) ,  France

C o m b i n i n g  s y n t e n y  a n d  s e q u e n c e - b a s e d  
a p p r o a c h e s  t o  i n v e s t i g a t e  g e n o m e  e v o l u t i o n  
a f t e r  p o l y p l o i d i z a t i o n

B a s t i a n  P f e i f e r ,  Inst i tute  for  Medical

Informatics,  Stat ist ics  and  Documentat ion.

Medical  Universi ty  Graz,  Austr ia

D e t e c t i o n  a n d  q u a n t i f i c a t i o n  o f  i n t r o g r e s s i o n  
u s i n g  B a y e s i a n  i n f e r e n c e  b a s e d  o n  c o n j u g a t e  
p r i o r s

1 1 : 0 0

1 1 : 4 0
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D a n a  S h e r i l l - R o f e ,  Hebrew  Universi ty ,  Israel

I d e n t i f y i n g  n o v e l  b i o l o g i c a l  p a t h w a y s  t h r o u g h  
p h y l o g e n e t i c  p r o f i l i n g  b a s e d  n e t w o r k  a n a l y s i s

1 2 : 0 0

1 2 : 4 0

S e n b a i  K a n g ,  Universi ty  of  Warsaw,  Poland

S I E V E :  J o i n t  I n f e r e n c e  o f  T u m o r  P h y l o g e n y  a n d  
V a r i a n t  C a l l i n g  f r o m  S i n g l e - c e l l  D N A  S e q u e n c i n g  
D a t a

1 3 : 1 0

E l y s i a  S a p u t r a ,  Universi ty  of  Pittsburgh,

United  States

p h y l o C o n v e r g e :  a  l i k e l i h o o d - b a s e d  a p p r o a c h  
t o  i d e n t i f y  g e n o m i c  r e g i o n s  u n d e r l y i n g  
p h e n o t y p i c  c o n v e r g e n c e  a t  n u c l e o t i d e  r e s o l u t i o n

1 3 : 3 0

1 3 : 5 0 L i v e  Q & A

M a t t é o  D e l a b r e ,  Universi ty  of  Montreal ,

Canada

S u p e r - R e c o n c i l i a t i o n  w i t h  H o r i z o n t a l  
G e n e  T r a n s f e r s

1 4 : 2 0

1 4 : 4 0

K e v i n  L i u ,  Michigan  State  Universi ty ,  United

States

P r o c e e d i n g s  P r e s e n t a t i o n :  B u i l d  a  B e t t e r  B o o t s t r a p
a n d  t h e  R A W R  S h a l l  B e a t  a  R a n d o m  P a t h  t o  Y o u r  
D o o r :  P h y l o g e n e t i c  S u p p o r t  E s t i m a t i o n  R e v i s i t e d

E v o l C o m p G e n  p a n e l  d i s c u s s i o n

L o u x i n  Z h a n g
N a d i a  E l - M a b r o u k ,  Universi té  de  Montréal ,

Canada

D a n n i e  D u r a n d ,  Carnegie  Mellon  Universi ty ,

United  States
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P r o c e e d i n g s  P r e s e n t a t i o n :  
D e e p G r a p h G O :  g r a p h  n e u r a l  n e t w o r k  
f o r  l a r g e - s c a l e ,  m u l t i s p e c i e s  p r o t e i n  
f u n c t i o n  p r e d i c t i o n

B E N Z  W S  a n n o t a t e s  s e q u e n c e s  o f  t h e
 h u m a n  r e f e r e n c e  p r o t e o m e  w i t h  f o u r  
l e v e l  E C  n u m b e r s

L a r g e - s c a l e  m i n i n g  o f  d i f f e r e n t i a l  e x p r e s s i o n  
d a t a  r e v e a l s  i n s i g h t  i n t o  g e n e  f u n c t i o n

WEDNESDAY,  JULY 28TH

R o n g h u i  Y o u ,  Fudan  Universi ty ,

China

J o r d a n  S i c h e r m a n ,  Graduate  Program  in

Bioinformatics,  Canada

1 1 : 0 0

1 1 : 2 0 D a v i d e  B a l d a z z i ,  Universi ty  of  Bologna  -

Biocomputing  Group,  I ta ly

1 1 : 4 0

C e l l u l a r  c o m p o s i t i o n  v a r i a t i o n  d r i v e s  
c o e x p r e s s i o n - b a s e d  g e n e  f u n c t i o n  p r e d i c t i o n

C r i t i c a l  a s s e s s m e n t  o f  p r o t e i n  i n t r i n s i c  
d i s o r d e r  p r e d i c t i o n

P r o p o s a l s  t o  i m p r o v e  C A F A  e v a l u a t i o n  b a s e d  
o n  c o m m u n i t y  p a r t i c i p a t i o n

Q i n k a i  W u ,  Graduate  Program  in  Bioinformatics,

Universi ty  of  Brit ish  Columbia,  Canada

J e f f r e y  Y u n e s ,  Yunes  Foundation  for  Research

on  Aging,  Portsmouth,  NH,  USA,  United  States

1 2 : 0 0

1 2 : 4 0 D a m i a n o  P i o v e s a n ,  Universi ty  of

Padova,  I ta ly

1 3 : 0 0

P a n e l  D i s c u s s i o n  o f  C A F A

S e q u e n c e - b a s e d  p r e d i c t i o n  o f  p r o t e i n s  
a s s o c i a t e d  w i t h  e x t r a c e l l u l a r  v e s i c l e s

U n i P r o t  a n d  G e n e  O n t o l o g y :  t h e  n e e d  f o r  
f u n c t i o n a l  a n n o t a t i o n  a c r o s s  t h e  s p a n  o f  
t a x o n o m i c  b i o d i v e r s i t y

P r e d r a g  R a d i v o j a c ,  I d d o  F r i e d b e r g ,  M a r k  W a s s

S a n d r a  O r c h a r d  EMBL -EBI

1 3 : 2 0

1 4 : 2 0 K a t h a r i n a  W a u r y ,  Vri je  Universi tei t

Amsterdam,  Netherlands

1 4 : 4 0
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C h e m B o o s t :  A  c h e m i c a l  l a n g u a g e  
b a s e d  a p p r o a c h  f o r  t h e  p r e d i c t i o n  o f  
p r o t e i n  -  l i g a n d  b i n d i n g  a f f i n i t y

E n s e m b l e  l e a r n i n g  f o r  n o v e l  d r u g  -  
t a r g e t  a f f i n i t y  p r e d i c t i o n

THURSDAY,  JULY 29TH

R ı z a  Ö z ç e l i k ,  B o ğ a z i ç i  U n i v e r s i t y ,
T u r k e y

R ı z a  Ö z ç e l i k ,  Boğaziçi  Universi ty ,  Turkey

1 1 : 0 0

1 1 : 2 0

1 1 : 4 0

I n t e g r a t i n g  m u l t i p l e  i n f o r m a t i o n  s o u r c e s  f o r  
p r o t e i n  f u n c t i o n  p r e d i c t i o n  w i t h  e n d - t o - e n d  
d e e p  l e a r n i n g

s e q S C A N :  U n s u p e r v i s e d  C l a s s i f i c a t i o n  o f
 P r o t e i n s  f o r  N e w  F u n c t i o n  D i s c o v e r y .

D i s c o v e r y  o f  c e l l u l a r  g e n e  f u n c t i o n s  u s i n g  
v i r a l  g e n o m e s

G a b r i e l a  M e r i n o ,  IBB -CONICET -UNER,  Argentina

D u s t i n  H a n c k s ,  UT  Southwestern  Medical

Center ,  United  States

1 2 : 0 0

1 2 : 4 0 M e e t  B a r o t ,  Center  for  Data  Science,

New  York  Universi ty ,  United  States

1 3 : 0 0

d b C A N - P U L :  a  d a t a b a s e  o f  e x p e r i m e n t a l l y  
c h a r a c t e r i z e d  C A Z y m e  g e n e  c l u s t e r s  a n d  
t h e i r  s u b s t r a t e s

I n t r o d u c t i o n  t o  B O S C / F u n c t i o n  j o i n t  s e s s i o n

C o m p l e t i n g  t h e  f u n c t i o n a l  h u m a n  
p r o t e o m e  t o g e t h e r !

Y a n b i n  Y i n ,  Universi ty  of  Nebraska  -  Lincoln,

United  States

M o n i q u e  Z a h n ,  SIB  Swiss  Inst i tute  of

Bioinformatics,  Switzer land

1 3 : 2 0

1 4 : 2 0 I d d o  F r i e d b e r g

1 4 : 3 0

T r a n s f o r m e r - b a s e d  P r o t e i n  F u n c t i o n  
A n n o t a t i o n  w i t h  J o i n t  S e q u e n c e - L a b e l  
E m b e d d i n g

Y u e  C a o ,  Texas  A&M  Universi ty ,  United

States BOSC /Function  Keynote:  Open  approaches  

to  advance  data - intensive  biomedicine

L a r a  M a n g r a v i t e ,  Sage  Bionetworks,  USA1 4 : 4 0
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THURSDAY,  JULY 29TH

U n i f e d  M e t h o d s  f o r  F e a t u r e  S e l e c t i o n  i n  
L a r g e - S c a l e  G e n o m i c  S t u d i e s  w i t h  C e n s o r e d  
S u r v i v a l  O u t c o m e s

R e v e a l i n g  c e l l - t o - c e l l  v a r i a b i l i t y  c h a n g e s  i n  t h e  
a g i n g  i m m u n e  c e l l s  b y  a p p l y i n g  a c c u r a t e  g e n e
 e x p r e s s i o n  v a r i a b i l i t y  m e t r i c

L a u r e n  S p i r k o - B u r n s ,  Temple
Universi ty ,  United  States

1 1 : 0 0

1 1 : 2 0 H u i w e n  Z h e n g ,  The  Universi ty  of

Queensland,  Austral ia
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U n l o c k i n g  i n s i g h t s  i n t o  c e l l u l a r  s e n e s c e n c e  
t h r o u g h  s i n g l e  c e l l  t r a n s c r i p t o m i c s  o f  a g e i n g
 m e s e n c h y m a l  s t e m  c e l l s

P a t h w a y - p r i m e d  e x p l a i n a b l e  n e u r a l  
n e t w o r k  f o r  s c R N A - S e q  d a t a

A t e f e h  T a h e r i a n  F a r d ,   Universi ty  of

Queensland,  Austral ia

1 1 : 4 0

1 2 : 0 0 P e l i n  G u n d o g d u ,   Progreso  y  Salud  (FPS ) ,

Spain

s c G N N :  a  n o v e l  g r a p h  n e u r a l  n e t w o r k  
f r a m e w o r k  f o r  s i n g l e - c e l l  R N A - S e q  a n a l y s e s

T o w a r d s  a n  i n t e g r a t i v e  m u l t i - o m i c s  w o r k f l o w

J u e x i n  W a n g ,  Universi ty  of

Missouri ,  United  States

1 2 : 4 0

1 3 : 0 0 F l o r i a n  J e a n n e r e t ,  Universi té  Paris -

Saclay,  France

T o p o l o g i c a l  S t r a t e g i e s  f o r  t h e  A n a l y s i s  o f  
R h y t h m i c  D y n a m i c s  i n  T r a n s c r i p t o m i c  
T i m e - S e r i e s  D a t a

1 3 : 2 0 E l a n  N e s s - C o h n ,  Northwestern
Universi ty ,  United  States

P r e d i c t i n g  T  C e l l  A c t i v a t i o n  f o r  
M u t a t i o n a l  E p i t o p e s

1 3 : 4 0 F e l i x  D r o s t ,  Helmholtz  Zentrum  München,

Technische  Universi tät  München,  Germany

M o S w A :  P r o t e i n  S e q u e n c e  D i v e r s i t y  M o t i f  
S w i t c h  A n a l y s e r  f o r  V i r u s e s

D e s i g n  o f  p r o t e i n  v a r i a n t s  w i t h  d e s i r a b l e  
p r o p e r t i e s  u s i n g  D e e p  M u t a t i o n a l  S c a n n i n g  a n d  M a c h i n e
L e a r n i n g  a p p r o a c h e s

M u h a m m e t  C e l i k ,  Bezmialem  Vakif  Universi ty ,

Istanbul ,  Turkey

1 4 : 2 0

1 4 : 4 0 D a v i d  M e d i n a ,  U n i v e r s i t y  o f  C h i l e ,
C h i l e

E n h a n c i n g  P r o t e i n - P r o t e i n  I n t e r a c t i o n  
P r e d i c t i o n  w i t h  D e e p  L e a r n i n g

W e i  W a n g ,  Universi ty  of  Cali fornia,  Los

Angeles,  United  States

1 5 : 0 0
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D y n a m i c  A d a p t i v e  S a m p l i n g  D u r i n g  N a n o p o r e  
S e q u e n c i n g  a n d  A s s e m b l y  u s i n g  B a y e s i a n  
E x p e r i m e n t a l  D e s i g n

P r o c e e d i n g s  P r e s e n t a t i o n :  T o p o l o g y - b a s e d  
S p a r s i f i c a t i o n  o f  G r a p h  A n n o t a t i o n s

P r o c e e d i n g s  P r e s e n t a t i o n :  C u t t l e f i s h :  
F a s t ,  p a r a l l e l ,  a n d  l o w - m e m o r y  c o m p a c t i o n  
o f  d e  B r u i j n  g r a p h s  f r o m  l a r g e - s c a l e  g e n o m e  
c o l l e c t i o n s

SUNDAY,  JULY 25TH

L u k a s  W e i l g u n y ,  European  Molecular

Biology  Laboratory,  European

Bioinformatics  Inst i tute,  United  Kingdom

J a m s h e d  K h a n ,  Universi ty  of  Maryland,

United  States

1 1 : 0 0

1 1 : 2 0 M i k h a i l  K a r a s i k o v ,  ETH  Zurich,

Switzer land

1 1 : 4 0
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P r o c e e d i n g s  P r e s e n t a t i o n :  C o n s t r u c t i n g  
s m a l l  g e n o m e  g r a p h s  v i a  s t r i n g  c o m p r e s s i o n

P r o c e e d i n g s  P r e s e n t a t i o n :  C e n t r o m e r e A r c h i t e c t :
 i n f e r e n c e  a n d  a n a l y s i s  o f  t h e  a r c h i t e c t u r e  o f  
c e n t r o m e r e s

T h e  s t a t i s t i c s  o f  \ k m e r s  f r o m  a  s e q u e n c e  
u n d e r g o i n g  a  s i m p l e  m u t a t i o n  p r o c e s s  w i t h o u t
 s p u r i o u s  m a t c h e s

Y u t o n g  Q i u ,  Carnegie  Mellon  Universi ty ,

United  States

P a u l  M e d v e d e v ,  The  Pennsylvania  State

Universi ty ,  United  States

1 2 : 0 0

1 2 : 4 0 O l g a  K u n y a v s k a y a ,  Center  for  Algori thmic
Biotechnology,  Saint  Petersburg  State  Universi ty ,

Russia

1 3 : 0 0

P r o c e e d i n g s  P r e s e n t a t i o n :  L o n g  R e a d s  C a p t u r e
S i m u l t a n e o u s  E n h a n c e r - P r o m o t e r  M e t h y l a t i o n  
S t a t u s  f o r  C e l l - t y p e  D e c o n v o l u t i o n

P r o c e e d i n g s  P r e s e n t a t i o n :  P r a c t i c a l  s e l e c t i o n  o f
r e p r e s e n t a t i v e  s e t s  o f  R N A - s e q  s a m p l e s  u s i n g  a
h i e r a r c h i c a l  a p p r o a c h

HiTSeq  Keynote:  TBA

S a p i r  M a r g a l i t ,  Tel  Aviv  Universi ty ,  Israel

A n g e l a  B r o o k s

1 3 : 2 0

1 3 : 4 0 L a u r a  T u n g ,  Carnegie  Mellon  Universi ty ,  United

States

1 4 : 2 0
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HiTSeq  Keynote:  TBA

C o - l i n e a r  c h a i n i n g  w i t h  o v e r l a p s  a n d  g a p  c o s t s

P r o c e e d i n g s  P r e s e n t a t i o n :  S e q u e n c e - s p e c i f i c  
m i n i m i z e r s  v i a  p o l a r  s e t s

MONDAY,  JULY 26TH

B j a r n i  H a l l d ó r s s o n

H o n g y u  Z h e n g ,  Carnegie  Mellon

Universi ty ,  United  States

1 1 : 0 0

1 2 : 0 0 D a n i e l  G i b n e y ,  Universi ty  of  Central

Flor ida,  United  States

1 2 : 4 0
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P r o c e e d i n g s  P r e s e n t a t i o n :  R e a l - t i m e  m a p p i n g  
o f  n a n o p o r e  r a w  s i g n a l s

S t r o b e m e r s :  a n  a l t e r n a t i v e  t o  k - m e r s  f o r  
s e q u e n c e  c o m p a r i s o n

E f f i c i e n t  l i n k e d - r e a d  b a r c o d e  m a p p i n g  
w i t h o u t  r e a d  a l i g n m e n t

H a o w e n  Z h a n g ,  G e o r g i a  I n s t i t u t e  o f  T e c h n o l o g y ,
U n i t e d  S t a t e s

R i c h a r d  L ü p k e n ,  Berl in  Inst i tute  of

Health,  Germany

1 3 : 0 0

1 3 : 2 0 K r i s t o f f e r  S a h l i n ,  Stockholm  Universi ty ,  Sweden

1 3 : 4 0

P r o c e e d i n g s  P r e s e n t a t i o n :  d o u b l e t D :  D e t e c t i n g
d o u b l e t s  i n  s i n g l e - c e l l  D N A  s e q u e n c i n g  d a t a

A C E :  E x p l a i n i n g  s i n g l e - c e l l  c l u s t e r  f r o m  a n  
a d v e r s a r i a l  p e r s p e c t i v e

P r o c e e d i n g s  P r e s e n t a t i o n :  S A I L E R :  S c a l a b l e  a n d
A c c u r a t e  I n v a r i a n t  R e p r e s e n t a t i o n  L e a r n i n g  f o r  S i n g l e -
c e l l  A T A C s e q  P r o c e s s i n g  a n d  I n t e g r a t i o n

L e a h  W e b e r ,  Universi ty  of  I l l inois  at  Urbana -

Champaign,  United  States

Y i n g x i n  C a o ,  Universi ty  of  Cali fornia,

I rv ine,  United  States

1 4 : 2 0

1 4 : 4 0 Y a n g  L u ,  Universi ty  of  Washington,  United  States

1 5 : 0 0
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C o m p a r a t i v e  g e n o m e  a n a l y s i s  u s i n g  
s a m p l e - s p e c i f i c  s t r i n g  d e t e c t i o n  i n  a c c u r a t e  
l o n g  r e a d s

P o l i s h i n g  C o p y  N u m b e r  V a r i a n t  C a l l s  o n  
E x o m e  S e q u e n c i n g  D a t a  v i a  D e e p  L e a r n i n g

R o b u s t  a n d  a c c u r a t e  e s t i m a t i o n  o f  p a r a l o g -
s p e c i f i c  c o p y  n u m b e r  f o r  d u p l i c a t e d  g e n e s  
u s i n g  w h o l e - g e n o m e  s e q u e n c i n g

TUESDAY,  JULY 27TH

L u c a  D e n t i ,   Inst i tut  Pasteur ,  France

T i m o f e y  P r o d a n o v ,  Universi ty  of

Cal i fornia  San  Diego,  United  States

1 1 : 0 0

1 1 : 2 0 F u r k a n  O z d e n ,  Bilkent  Universi ty ,  Turkey

1 1 : 4 0
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p h a s e b o o k :  h a p l o t y p e - a w a r e  d e  n o v o  
a s s e m b l y  o f  d i p l o i d  g e n o m e s  f r o m  l o n g  
r e a d s

S t r a i n l i n e :  f u l l - l e n g t h  d e  n o v o  v i r a l  h a p l o t y p e  
r e c o n s t r u c t i o n  f r o m  n o i s y  l o n g  r e a d s

B i n S P r e a d e r :  r e f i n e  b i n n i n g  r e s u l t s  f o r  
f u l l e r  M A G  r e c o n s t r u c t i o n

X i a o  L u o ,  Bielefeld  Universi ty ,  Germany

A n t o n  K o r o b e y n i k o v ,  Saint  Petersburg
State  Universi ty ,  Russia

1 2 : 0 0

1 2 : 4 0 X i o n g b i n  K a n g ,  Bielefeld  Universi ty ,  Germany

1 3 : 0 0

B i o l o g i c a l  d i s c o v e r y  a n d  c o n s u m e r  g e n o m i c s
d a t a b a s e s  a c t i v a t e  l a t e n t  p r i v a c y  r i s k  i n  f u n c t i o n a l
g e n o m i c s  d a t a

HiTSeq  Keynote:  TBA

Z h i q i a n g  H u ,  Universi ty  of  Cali fornia,  Berkeley,

United  States

1 3 : 4 0

1 4 : 2 0 S t e v e n  S a l z b e r g

P r o c e e d i n g s  P r e s e n t a t i o n :  H a p l o t y p e - b a s e d
m e m b e r s h i p  i n f e r e n c e  f r o m  s u m m a r y  g e n o m i c  
d a t a

D i y u e  B u ,  Indiana  Universi ty  Bloomington,  United

States

1 3 : 2 0



MICROBIOME COSI
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P r o c e e d i n g s  P r e s e n t a t i o n :  U m i b a t o :  e s t i m a t i o n  
o f  t i m e - v a r y i n g  m i c r o b i a l  i n t e r a c t i o n  u s i n g  
c o n t i n u o u s - t i m e  r e g r e s s i o n  h i d d e n  M a r k o v  m o d e l

N e t w o r k  p r o p e r t i e s  o f  f u n g a l  s o i l  
m i c r o b i o m e s  r e v e a l  f a r m i n g  p r a c t i c e s  i n  
v i n e y a r d

WEDNESDAY,  JULY 28TH

S h i o n  H o s o d a ,  Waseda  Universi ty ,

Japan

B e a t r i z  G a r c í a - J i m é n e z ,  Biome  Makers

Inc. ,  United  States

M A G E :  S t r a i n  L e v e l  P r o f i l i n g  o f  M e t a g e n o m e  
S a m p l e s

E x t e n d i n g  a n d  i m p r o v i n g  m e t a g e n o m i c  
t a x o n o m i c  p r o f i l i n g  w i t h  u n c h a r a c t e r i z e d  s p e c i e s

V i d u s h i  W a l i a ,  TCS  Research,  India

1 1 : 0 0

1 1 : 2 0

1 1 : 3 5

1 1 : 5 0 A i t o r  B l a n c o - M i g u e z ,  Universi ty  of  Trento,

I taly
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F a s t  a n d  s e n s i t i v e  t a x o n o m i c  a s s i g n m e n t  t o  
m e t a g e n o m i c  c o n t i g s

C r i t i c a l  A s s e s s m e n t  o f  M e t a g e n o m e  
I n t e r p r e t a t i o n  -  t h e  s e c o n d  r o u n d  o f  c h a l l e n g e s

M i l o t  M i r d i t a ,  Max  Planck  Inst i tute  for  Biophysical

Chemistry ,  Germany

A l i c e  M c H a r d y

E m b r a c i n g  a m b i g u i t y  w h e n  c h a r a c t e r i z i n g  
m i c r o b e s

B e n c h m a r k i n g  t h e  c u r r e n t  s t a t e  o f  
m e t a p r o t e o m i c s :  a  c o m m u n i t y - d r i v e n  
e v a l u a t i o n  o f  e x p e r i m e n t a l  a n d  c o m p u t a t i o n a l  
t e c h n i q u e s

M i h a i  P o p

1 2 : 0 5

1 2 : 4 0

1 3 : 0 0

1 3 : 2 0 T h i l o  M u t h

U s i n g  t h e  U n i F r a c  m e t r i c  o n  w h o l e  
g e n o m e  s h o t g u n  d a t a

W e i  W e i

F u t u r e  C A M I  c h a l l e n g e s

Microbiome  Keynote:  Computational  

methods  for  mining  microbiome  multi -omics  

data

A l e x a n d e r  S c z y r b a

1 3 : 4 0

1 3 : 5 0

1 4 : 2 0 Y u z h e n  Y e

P r o c e e d i n g s  P r e s e n t a t i o n :  S t a t i s t i c a l  
a p p r o a c h e s  f o r  d i f f e r e n t i a l  e x p r e s s i o n  a n a l y s i s  
i n  m e t a t r a n s c r i p t o m i c s

Y a n c o n g  Z h a n g ,  Harvard  T.  H.  Chan  School  of

Publ ic  Health,  United  States

1 5 : 0 0



MICROBIOME COSI
TRACK PRESENTATIONS

P r o c e e d i n g s  P r e s e n t a t i o n :  B a c t e r i o p h a g e  
c l a s s i f i c a t i o n  f o r  a s s e m b l e d  c o n t i g s  u s i n g  
G r a p h  C o n v o l u t i o n a l  N e t w o r k

S p a c e P H A R E R :  s e n s i t i v e  i d e n t i f i c a t i o n  
o f  p h a g e s  f r o m  C R I S P R  s p a c e r s  i n  
p r o k a r y o t i c  h o s t s

THURSDAY,  JULY 29TH

J i a y u  S h a n g ,  City  Univer isty  of  Hong  Kong,  Hong
Kong

R u o s h i  Z h a n g ,  Max  Planck  Inst i tute  for
Biophysical  Chemistry ,  Germany

R o l e  o f  u n c l a s s i f i e d  L a c h n o s p i r a c e a e  i n  t h e  
p a t h o g e n e s i s  o f  t y p e  2  d i a b e t e s :  A  l o n g i t u d i n a l  
s t u d y  o f  t h e  u r i n e  m i c r o b i o m e  a n d  m e t a b o l i t e s

Microbiome  Keynote:  Personalized  medicine  

based  on  microbiome  and  clinical  data

K a n g j i n  K i m ,  School  of  Publ ic  Health,  Seoul
National  Universi ty ,  Korea,  South  Korea

1 1 : 2 0

1 1 : 4 0

1 1 : 5 5

1 2 : 4 0 E r a n  S e g a l
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F a s t i n g  a l t e r s  t h e  g u t  m i c r o b i o m e  r e d u c i n g  
b l o o d  p r e s s u r e  a n d  b o d y  w e i g h t  i n  m e t a b o l i c  
s y n d r o m e  p a t i e n t s

S K I O M E  p r o j e c t :  l e a d  s k i n  m i c r o b i o m e  r e s e a r c h  
t o w a r d s  d a t a - d r i v e n  a p p r o a c h e s

S o f i a  F o r s l u n d

G i u l i a  A g o s t i n e t t o ,  Universi ty  of  Milano -Bicocca,
I taly

1 3 : 2 0

1 3 : 4 0

S C A P P :  A n  a l g o r i t h m  f o r  i m p r o v e d  p l a s m i d
a s s e m b l y  i n  m e t a g e n o m e s

1 4 : 2 0 D a v i d  P e l l o w ,  Tel  Aviv  Universi ty ,  Israel

A n a l y z i n g  M i c r o b i a l  C o m m u n i t i e s  i n  t h e  
P a t h w a y  T o o l s  S o f t w a r e

P e t e r  K a r p ,  SRI  Internat ional ,  United  States1 4 : 3 5

S p e c i e s  d e f i n i t i o n s  a n d  t h e  d e l i n e a t i o n  
o f  s p e c i e s  i n  t h e  G e n o m e  T a x o n o m y  
D a t a b a s e

D o n o v a n  P a r k s1 4 : 5 0



MLCSB COSI
TRACK PRESENTATIONS

P r o c e e d i n g s  P r e s e n t a t i o n :  C A L L R :  a  
s e m i - s u p e r v i s e d  c e l l  t y p e  a n n o t a t i o n  
m e t h o d  f o r  s i n g l e - c e l l  R N A  s e q u e n c i n g  d a t a

U s i n g  t o p i c  m o d e l i n g  t o  d e t e c t  c e l l u l a r  
c r o s s t a l k  i n  s c R N A - s e q

WEDNESDAY,  JULY 28TH

Z i y a n g  W e i ,  Universi ty  of  Chicago,  United
States

A l e x a n d r i n a  P a n c h e v a ,  Universi ty  of
Glasgow,  United  Kingdom

R e p r e s e n t a t i o n  l e a r n i n g  o f  R N A  v e l o c i t y  
r e v e a l s  r o b u s t  c e l l  t r a n s i t i o n s

L e a r n i n g  l a r g e - s c a l e  p e r t u r b a t i o n  e f f e c t s  
i n  s i n g l e  c e l l  g e n o m i c s

C h e n  Q i a o ,  The  Universi ty  of  Hong  Kong,
Hong  Kong

S c h e m a :  m e t r i c  l e a r n i n g  e n a b l e s  
i n t e r p r e t a b l e  s y n t h e s i s  o f  h e t e r o g e n e o u s  
s i n g l e - c e l l  m o d a l i t i e s

R o h i t  S i n g h ,  Massachusetts  Inst i tute  of
Technology,  United  States

1 1 : 0 0

1 1 : 2 0

1 1 : 3 0

1 1 : 4 0 M o h a m m a d  L o t f o l l a h i ,  Helmholtz  Zentrum
München,  Germany

1 1 : 5 0
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P r o c e e d i n g s  P r e s e n t a t i o n :  s t P l u s :  a  
r e f e r e n c e - b a s e d  m e t h o d  f o r  t h e  a c c u r a t e  
e n h a n c e m e n t  o f  s p a t i a l  t r a n s c r i p t o m i c s

P r o c e e d i n g s  P r e s e n t a t i o n :  B a y e s i a n  i n f o r m a t i o n  
s h a r i n g  e n h a n c e s  d e t e c t i o n  o f  r e g u l a t o r y  
a s s o c i a t i o n s  i n  r a r e  c e l l  t y p e s

S h e n g q u a n  C h e n ,  Tsinghua  Universi ty ,  China

G e n e  N e t w o r k  C o n n e c t i v i t y  C o n v e y s  
R o b u s t n e s s  i n  G e n e  E x p r e s s i o n  a c r o s s  
I n d i v i d u a l s ,  C e l l  t y p e s  a n d  S p e c i e s

A m i r r e z a  S h a e i r i ,  EMBL -Heidelberg,  I ran

1 2 : 0 0

1 2 : 4 0 A l e x a n d e r  P .  W u ,  Massachusetts  Inst i tute  of
Technology,  United  States

1 3 : 0 0

P r e d i c t i o n  a n d  m e c h a n i s t i c  d i s s e c t i o n  o f  
t r a n s c r i p t i o n a l  a c t i v a t i o n  p r o t e i n  d o m a i n s  
u s i n g  d e e p  l e a r n i n g  a n d  h i g h - t h r o u g h p u t  
s c r e e n i n g

1 3 : 2 0 A d r i a n  L .  S a n b o r n ,  Stanford  Universi ty ,
United  States

P r o c e e d i n g s  P r e s e n t a t i o n :  M o d e l  l e a r n i n g  t o  
i d e n t i f y  s y s t e m i c  r e g u l a t o r s  o f t h e  p e r i p h e r a l  
c i r c a d i a n  c l o c k

MLCSB  Keynote:  TBC

D a n a  P e ' E r ,  Memorial  Sloan  Ketter ing  Cancer
Center ,  United  States

1 3 : 4 0 J u l i e n  M a r t i n e l l i ,  Inr ia / Inserm / Inst i tut
Curie ,  France

1 4 : 2 0



MLCSB COSI
TRACK PRESENTATIONS

D e e p  m u l t i t a s k  l e a r n i n g  o f  g e n e  r i s k  f o r  
c o m o r b i d  n e u r o d e v e l o p m e n t a l  d i s o r d e r s

M u l t i t a s k  g r o u p  L a s s o  f o r  G e n o m e - W i d e  
A s s o c i a t i o n  S t u d i e s  i n  a d m i x e d  p o p u l a t i o n s

THURSDAY,  JULY 29TH

I l a y d a  B e y r e l i ,  Bilkent  Universi ty ,  Turkey

A s m a  N o u i r a ,  MINES  PARISTECH  -

Inst i tut  Curie  -  INSERM,  France

N a v i g a t i n g  t h e  p i t f a l l s  o f  a p p l y i n g  
m a c h i n e  l e a r n i n g  i n  g e n o m i c s

G e n o m i c  d a t a  i n e q u a l i t y  a n d  m u l t i - e t h n i c  
m a c h i n e  l e a r n i n g

J a c o b  S c h r e i b e r ,  Stanford  Universi ty ,  United
States MLCSB  Keynote:  Algorithms  for  Infectious  Disease

B r y a n  B r y s o n

1 1 : 0 0

1 1 : 2 0

1 1 : 4 0

1 2 : 0 0 Y a n  C u i ,  Universi ty  of  Tennessee  Health
Science  Center ,  United  States

1 4 : 2 0
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MLCSB  Keynote:  Using  machine  learning  to  

increase  health  equality

M L C S B  P a n e l  d i s c u s s i o n

E m m a  P i e r s o n ,  J a m e s  Z o u ,  G e n e v i e v e  W o j c i k ,
U l r i c h  H e m e l

1 2 : 4 0 E m m a  P i e r s o n

1 3 : 2 0



MLCSB COSI
TRACK PRESENTATIONS

O n  t h e  e s t i m a t i o n  o f  e p i g e n e t i c  e n e r g y  
l a n d s c a p e s  f r o m  n a n o p o r e  s e q u e n c i n g  d a t a

R a n d o m S C M :  i n t e r p r e t a b l e  e n s e m b l e s  
o f  s p a r s e  c l a s s i f i e r s  t a i l o r e d  f o r  o m i c s  d a t a

FRIDAY,  JULY 30TH

J o r d i  A b a n t e ,  Johns  Hopkins  Universi ty ,
United  States

T h i b a u d  G o d o n ,  Laval  Universi ty ,
Canada

P r o c e e d i n g s  P r e s e n t a t i o n :  C R O T O N :  A n  
A u t o m a t e d  a n d  V a r i a n t - A w a r e  D e e p  L e a r n i n g  
F r a m e w o r k  f o r  P r e d i c t i n g  C R I S P R / C a s 9  E d i t i n g  
O u t c o m e s

P r o c e e d i n g s  P r e s e n t a t i o n :  T I T A N :  T  C e l l  
R e c e p t o r  S p e c i f i c i t y  P r e d i c t i o n  w i t h  B i m o d a l  
A t t e n t i o n  N e t w o r k s

V i c t o r i a  L i ,  Hunter  College  High  School ,
United  States

1 1 : 0 0

1 1 : 1 0

1 1 : 2 0

1 1 : 4 0 A n n a  W e b e r ,  IBM,  Zurich  Research
Laboratory  and  ETH  Zurich,  Switzer land
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L i g h t  A t t e n t i o n  P r e d i c t s  P r o t e i n  L o c a t i o n  
f r o m  t h e  L a n g u a g e  o f  L i f e

S u b c l o n a l  r e c o n s t r u c t i o n  o f  t u m o r s  b y  u s i n g  
m a c h i n e  l e a r n i n g  a n d  p o p u l a t i o n  g e n e t i c s

H a n n e s  S t ä r k ,  Department  of  Informatics,
Technical  Universi ty  of  Munich,  Germany

1 2 : 0 0

1 2 : 4 0 G i u l i o  C a r a v a g n a ,  The  Inst i tute  of  Cancer
Research  and  The  Universi ty  of  Trieste,  United
Kingdom

P r o c e e d i n g s  P r e s e n t a t i o n :  T U G D A :  T a s k  
u n c e r t a i n t y  g u i d e d  d o m a i n  a d a p t a t i o n  f o r  
r o b u s t  g e n e r a l i z a t i o n  o f  c a n c e r  d r u g  r e s p o n s e  
p r e d i c t i o n  f r o m  i n  v i t r o  t o  i n  v i v o  s e t t i n g s

1 2 : 5 0 R a f a e l  P e r e s  d a  S i l v a ,  School  of  Computing,
Nat ional  Universi ty  of  Singapore,  Singapore

P r o c e e d i n g s  P r e s e n t a t i o n :  P r e d i c t i n g  
m e c h a n i s m  o f  a c t i o n  o f  n o v e l  c o m p o u n d s  
u s i n g  c o m p o u n d  s t r u c t u r e  a n d  t r a n s c r i p t o m i c  
s i g n a t u r e  c o - e m b e d d i n g

1 3 : 1 0 G w a n g h o o n  J a n g ,  Korea  Universi ty ,  South
Korea

P r o c e e d i n g s  P r e s e n t a t i o n :  M o d e l i n g  
d r u g  c o m b i n a t i o n  e f f e c t s  v i a  l a t e n t  t e n s o r
r e c o n s t r u c t i o n

1 3 : 3 0 T i a n d u a n y i  W a n g ,  Aalto  Universi ty ;  Universi ty
of  Helsinki ,  Finland

M a t c h M a k e r :  A  D e e p  L e a r n i n g  F r a m e w o r k  f o r  
D r u g  S y n e r g y  P r e d i c t i o n

1 3 : 5 0 H a l i l  İ b r a h i m  K u r u ,  Bilkent  Universt iy ,  Turkey

M L C S B  K e y n o t e :  E x p l o i t i n g  M o l e c u l a r  
I n t e r a c t i o n s  i n  M a c h i n e  L e a r n i n g  M o d e l s  
f o r  C a n c e r

1 4 : 2 0 O z n u r  T a s t a n ,  Sabanci  Universi ty ,  Turkey



NETBIO COSI
TRACK PRESENTATIONS

NetBio  Keynote:  Machine  Learning  

Frontiers  in  Network  Biology

P r o c e e d i n g s  P r e s e n t a t i o n :  A  n o v e l  
c o n s t r a i n e d  g e n e t i c  a l g o r i t h m - b a s e d  
B o o l e a n  n e t w o r k  i n f e r e n c e  m e t h o d  f r o m  
s t e a d y - s t a t e  g e n e  e x p r e s s i o n  d a t a

MONDAY,  JULY 26TH

K a r s t e n  B o r g w a r d t ,  ETH  Zürich,  Switzer land

H u n g - C u o n g  T r i n h ,  Ton  Duc  Thang
Universi ty ,  Viet  Nam

B e y o n d  p r o t e i n - p r o t e i n  i n t e r a c t i o n  n e t w o r k s :  
E x p l o r i n g  t h e  i m p a c t  o f  a l t e r n a t i v e  s p l i c i n g  
u s i n g  D I G G E R  a n d  N E A S E

N e t C o n t r o l 4 B i o M e d :  A  w e b - b a s e d  p l a t f o r m  
f o r  c o n t r o l l a b i l i t y  a n a l y s i s  o f  p r o t e i n - p r o t e i n  
i n t e r a c t i o n  n e t w o r k s

Z a k a r i a  L o u a d i ,  Computat ional  Systems
Biology,  Hamburg  Universi ty ,  Germany

1 1 : 0 0

1 1 : 4 0

1 2 : 0 0

1 2 : 4 0 V i c t o r  P o p e s c u ,  Åbo  Akademi  Universi ty ,  Finland
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O n  t h e  l i m i t s  o f  a c t i v e  m o d u l e  i d e n t i f i c a t i o n

D i s s e c t i n g  d i f f e r e n t i a l  C e l l  C e l l  C o m m u n i c a t i o n  
w i t h  C r o s s T a l k e R

O l g a  L a z a r e v a ,  Technical  Universi ty  of
Munich,  Germany

1 3 : 0 0

1 3 : 2 0 J a m e s  S h i n i t i  N a g a i ,  RWTH  Aachen  Universi ty
Medical  School ,  Germany,  Germany

M o d e l i n g  m u l t i - s c a l e  - o m i c s  d a t a  v i a  a  
n e t w o r k  o f  n e t w o r k s

NetBio  Keynote:  Learning  Gene  Regulatory  

Networks  from  Bulk  and  Single  Cell  Omic  Data

S h a w n  G u ,  Universi ty  of  Notre  Dame,  United
States

1 4 : 2 0

1 4 : 4 0 S u s h m i t a  R o y ,  Universi ty  of  Wisconsin -Madison,
United  States

R e d u c i n g  f a l s e  G O  t e r m  c a l l s  i n  n e t w o r k - b a s e d  
a c t i v e  m o d u l e  i d e n t i f i c a t i o n :  m e t h o d o l o g y  a n d  
a  n e w  a l g o r i t h m

1 3 : 4 0 H a g a i  L e v i ,  Tel  Aviv  Universi ty ,  Israel



NETBIO COSI
TRACK PRESENTATIONS

NetBio  Keynote:  Network  Medicine—

From  Protein -Protein  to  Human -Machine  I

nteractions

C R O s s B A R :  C o m p r e h e n s i v e  R e s o u r c e
 o f  B i o m e d i c a l  R e l a t i o n s  w i t h  K n o w l e d g e  
G r a p h  R e p r e s e n t a t i o n s

TUESDAY,  JULY 27TH

J ö r g  M e n c h e

T u n c a  D o g a n ,  Hacettepe  Universi ty ,
Turkey

P r o c e e d i n g s  P r e s e n t a t i o n :  G r a p h  
T r a n s f o r m a t i o n  f o r  E n z y m a t i c  M e c h a n i s m s

P r o c e e d i n g s  P r e s e n t a t i o n :  D i s e a s e  G e n e  
P r e d i c t i o n  w i t h  P r i v i l e g e d  I n f o r m a t i o n  a n d  
H e t e r o s c e d a s t i c  D r o p o u t

N i k o l a i  N ø j g a a r d ,  IMADA,  Universi ty  of
Southern  Denmark,  Denmark

1 1 : 0 0

1 1 : 4 0

1 2 : 0 0

1 2 : 4 0 J u a n  S h u ,  Department  of  Stat ist ics ,  Purdue
Universi ty ,  United  States
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S i m u l a t i o n ,  m o d e l i n g ,  a n d  n e t w o r k - g u i d e d  
d e t e c t i o n  o f  e p i s t a s i s

G o N e t i c :  N e t w o r k - B a s e d  D r i v e r  I d e n t i f i c a t i o n  
u s i n g  P r o b a b i l i s t i c  P a t h f i n d i n g

M a r k u s  H o f f m a n n ,  Chair  of  Experimental
Bioinformatics,  Technical  Universi ty  of
Munich,  Germany

1 3 : 0 0

1 3 : 2 0 L o u i s e  d e  S c h a e t z e n  v a n  B r i e n e n ,  Ghent
Universi ty ,  Belgium

M u t a t i o n  E d g o t y p e  D r i v e s  F i t n e s s  
E f f e c t  i n  H u m a n

I n f e r e n c e  o f  c e l l  t y p e - s p e c i f i c  g e n e  r e g u l a t o r y  
n e t w o r k s  f r o m  s i n g l e - c e l l  o m i c  d a t a s e t s

Y u  X i a ,  McGil l  Universi ty ,  Canada1 3 : 4 0

1 4 : 2 0 S h i l u  Z h a n g ,  Universi ty  of  Wisconsin -Madison,
United  States

NetBio  Keynote:  Few -Shot  Learning  for  

Network  Biology

1 4 : 4 0 M a r i n k a  Z i t n i k ,  Harvard  Medical  School ,  United
States



REGSYS COSI
TRACK PRESENTATIONS

COSI  REGSYS  KEYNOTE:  Evolution  of  

epigenomes  towards  drug  resistance  

in  breast  cancer

D e s i g n  a n d  p o w e r  a n a l y s i s  f o r  m u l t i - s a m p l e  
s i n g l e  c e l l  t r a n s c r i p t o m i c s  e x p e r i m e n t s

MONDAY,  JULY 26TH

C é l i n e  V a l l o t

K a t h a r i n a  T .  S c h m i d ,  Inst i tute  of
Computat ional  Biology,  Helmholtz  Zentrum
München,  Germany

1 1 : 0 0

1 1 : 4 0

 |  page  78

S i n g l e - c E l l  M a r k e r  I d e n t i f i c a T i O N  b y  
E n r i c h m e n t  S c o r i n g

A n n a  H e n d r i k a  C o r n e l i a  V l o t ,  Berl in
Inst i tute  for  Medical  Systems  Biology,
Germany

1 2 : 0 0

C O S I  R E G S Y S  K E Y N O T E :  L e a r n i n g  
l a r g e - s c a l e  p e r t u r b a t i o n  e f f e c t s  i n  s i n g l e  
c e l l  g e n o m i c s

F a b i a n  T h e i s1 2 : 4 0

I t e r a t i v e  s i n g l e - c e l l  m u l t i - o m i c  
i n t e g r a t i o n  u s i n g  o n l i n e  l e a r n i n g

C h a o  G a o ,  Universi ty  of  Michigan,  Ann
Arbor,  MI,  USA. ,  United  States

1 3 : 2 0

M o t i f  s y n t a x  d e t e r m i n a n t s  o f  s i n g l e - c e l l  
c h r o m a t i n  d y n a m i c s  i n  h u m a n  s o m a t i c  c e l l  
r e p r o g r a m m i n g

S u r a g  N a i r ,  Stanford  Universi ty ,  United
States

1 3 : 4 0

I d e n t i f i c a t i o n  o f  t r a n s c r i p t i o n  f a c t o r  
c o - b i n d i n g  p a r t n e r s  u s i n g  n o n - n e g a t i v e  
m a t r i x  f a c t o r i z a t i o n

I e v a  R a u l u s e v i c i u t e ,  N o r w a y1 4 : 2 0

P r o c e e d i n g s  P r e s e n t a t i o n :  R e s o l v i n g  
d i v e r s e  p r o t e i n - D N A  f o o t p r i n t s  f r o m  
e x o n u c l e a s e - b a s e d  C h I P  e x p e r i m e n t s

A n u s h u a  B i s w a s ,  CSIR -National  Chemical
Laboratory,  India

1 4 : 4 0

D o m a i n  a d a p t i v e  n e u r a l  n e t w o r k s  i m p r o v e  
c r o s s - s p e c i e s  p r e d i c t i o n  o f  t r a n s c r i p t i o n  
f a c t o r  b i n d i n g

K e l l y  C o c h r a n ,  Stanford  Universi ty ,  United
States

1 5 : 0 0



REGSYS COSI
TRACK PRESENTATIONS

COSI  REGSYS  KEYNOTE:  Multi -omics  

data  integration  methods  to  study  

rare  genetic  diseases

E v a l u a t i n g  t h e  p r e d i c t i v e  p o w e r  o f  
e n h a n c e r - m e d i a t e d  c e l l - t y p e  s p e c i f i c  
g e n e  r e g u l a t o r y  n e t w o r k s

TUESDAY,  JULY 27TH

A n a ï s  B a u d o t

A r y a n  K a m a l ,  EMBL,  Germany

1 1 : 0 0

1 1 : 4 0
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C o m b i n i n g  i n  v i t r o  q u a n t i f i c a t i o n  w i t h  
i n  v i v o  d e t e c t i o n  o f  p r o t e i n - D N A  
i n t e r a c t i o n s  r e v e a l s  s u b t l e  s i g n a l s  i n  
g e n e  r e g u l a t o r y  n e t w o r k s

Y u n i n g  Z h a n g ,  Center  for  Genomic  and
Computat ional  Biology,  Duke  Universi ty ,
United  States

1 2 : 0 0

C h a r a c t e r i z i n g  t h e  c e l l u l a r  d i v e r s i t y  o f  
e a r l y  d e v e l o p m e n t  o f  t h e  h u m a n  h i n d b r a i n  
a n d  s p i n a l  c o r d

J u n h a  S h i n ,  Wisconsin  Inst i tute  for
Discovery,  Universi ty  of  Wisconsin -Madison,
United  States

1 2 : 4 0

M a p p i n g  t h e  D N A  a c c e s s i b i l i t y  l a n d s c a p e  
o f  B - A L L  p a t i e n t s  r e v e a l e d  p r i n c i p l e s  o f  
c a n c e r  e v o l u t i o n .

G i a c o m o  C o r l e o n e ,  IRCCS  Regina  Elena
National  Cancer  Inst i tute,  I ta ly

1 3 : 0 0

I d e n t i f y i n g  c e l l - s t a t e - a s s o c i a t e d  
a l t e r n a t i v e  s p l i c i n g  e v e n t s  a n d  t h e i r  
c o - r e g u l a t i o n

L i a n a  L a r e a u ,  Universi ty  of  Cali fornia,
Berkeley,  United  States

1 3 : 2 0

COSI  REGSYS  KEYNOTE:  Regulation  and

human  disease  -  from  genome  to  networks

O l g a  T r o y a n s k a y a1 4 : 2 0

L e a r n i n g  d e t e r m i n a n t s  o f  n u c l e o s o m e
p o s i t i o n i n g  t h r o u g h  s e q u e n c e - b a s e d  
m o d e l s  o f  c e l l - f r e e  D N A

C h r i s t o p h e r  P r o b e r t ,  Stanford  Universi ty ,
United  States

1 5 : 0 0

V i r a l  i n t e g r a t i o n  t r a n s f o r m s  c h r o m a t i n  t o  
d r i v e  o n c o g e n e s i s

M i c h a e l  M .  H o f f m a n ,  Universi ty  Health
Network,  Canada

1 3 : 4 0



REGSYS COSI
TRACK PRESENTATIONS

COSI  REGSYS  KEYNOTE:  Tracing  the  

evolution  of  gene  regulation  and  the  

emergence  of  new  traits

D i s c o v e r y  o f  w i d e s p r e a d  t r a n s c r i p t i o n  
i n i t i a t i o n  a t  m i c r o s a t e l l i t e s  p r e d i c t a b l e  
b y  s e q u e n c e - b a s e d  d e e p  n e u r a l  n e t w o r k

WEDNESDAY,  JULY 28TH

C a m i l l e  B e r t h e l o t

M a t h y s  G r a p o t t e ,  IGMM,  France

1 1 : 0 0

1 1 : 4 0
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S e q u e n c e - b a s e d  m o d e l i n g  o f  g e n o m e  3 D  
a r c h i t e c t u r e  f r o m  k i l o b a s e  t o  c h r o m o s o m e - s c a l e

J i a n  Z h o u ,  Universi ty  of  Texas
Southwestern  Medical  Center ,  United  States

1 2 : 0 0

COSI  REGSYS  KEYNOTE:  Chromatin  

Conformation  during  Early  Embryonic  

Development

J u a n m a  V a c q u e r i z a s1 2 : 4 0

P r o c e e d i n g s  P r e s e n t a t i o n :  D E C O D E :  A  
D e e p - l e a r n i n g  F r a m e w o r k  f o r  C o n d e n s i n g  
E n h a n c e r s  a n d  R e f i n i n g  B o u n d a r i e s  w i t h  
L a r g e - s c a l e  F u n c t i o n a l  A s s a y s

Z h a n l i n  C h e n ,  Yale  Universi ty ,  United  States1 3 : 2 0

P r o c e e d i n g s  P r e s e n t a t i o n :  E n H i C :  L e a r n i n g  
f i n e - r e s o l u t i o n  H i - C  c o n t a c t  m a p s  u s i n g  a  
g e n e r a t i v e  a d v e r s a r i a l  f r a m e w o r k

Y a n g y a n g  H u ,  Universi ty  of  Cali fornia
Riverside,  United  States

1 3 : 4 0

A  C o m p a r a t i v e  G e n o m i c s  A p p r o a c h  t o
I d e n t i f y i n g  C a n d i d a t e  E n h a n c e r s  A s s o c i a t e d
w i t h  P h e n o t y p e s

I r e n e  K a p l o w ,  Carnegie  Mellon  Universi ty ,
United  States

1 5 : 0 0

I n t e r p r e t a b l e  d e e p  l e a r n i n g  f o r  
c h r o m a t i n - i n f o r m e d  i n f e r e n c e  o f  
t r a n s c r i p t i o n a l  p r o g r a m s  d r i v e n  b y  s o m a t i c  
a l t e r a t i o n s  a c r o s s  c a n c e r s

Y i f e n g  T a o ,  Carnegie  Mellon  Universi ty ,
United  States

1 4 : 2 0

P r o c e e d i n g s  P r e s e n t a t i o n :  s c P N M F :  s p a r s e  
g e n e  e n c o d i n g  o f  s i n g l e  c e l l s  t o  f a c i l i t a t e  
g e n e  s e l e c t i o n  f o r  t a r g e t e d  g e n e  p r o f i l i n g

D o n g y u a n  S o n g ,  Universi ty  of  Cali fornia,
Los  Angeles,  United  States

1 4 : 4 0



iRNA COSI
TRACK PRESENTATIONS

iRNA  Keynote:  Parallel  evolution  

of  t issue -specif ic  alternative  splicing  

networks

WEDNESDAY,  JULY 28TH

M a n u e l  I r i m i a

E v o l u t i o n  o f  c i r c u l a r  R N A s  i n  p r i m a t e s

1 1 : 0 0

1 1 : 4 0 G a b r i e l a  S a n t o s  R o d r i g u e z ,  Garvan  Inst i tute  of
Medical  Research,  Austral ia
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i C o d o n :  H a r n e s s i n g  m R N A  s t a b i l i t y  
t o  c u s t o m i z e  g e n e  e x p r e s s i o n

1 2 : 0 0 M i c h a y  D i e z ,  Stowers  Inst i tute  for  Medical
Research,  United  States

W h e n  t h e  s i l e n t  g e n o m e  g e t s  l o u d :  
t r a n s c r i p t i o n  o f  r e p e a t e d  g e n o m i c  e l e m e n t s  
a t  s i n g l e - c e l l  r e s o l u t i o n  i n  t u m o u r s  a n d  a l o n g  
d e v e l o p m e n t

1 2 : 4 0 M a r i e  C o u t e l i e r ,  Lady  Davis  Inst i tute  for  Medical
Research,  Jewish  General  Hospital ,  McGil l
Universi ty ,  Canada

I d e n t i f i c a t i o n  a n d  a p p l i c a t i o n  o f  c i r c u l a t i n g  
m i c r o R N A  e x p r e s s i o n  q u a n t i t a t i v e  t r a i t  l o c i  
( e Q T L )  a t  t h e  f i r s t  t r i m e s t e r  o f  p r e g n a n c y

1 3 : 0 0 P i e r r e - É t i e n n e  J a c q u e s ,  Universi t ié  de
Sherbrooke,  Canada

I d e n t i f y i n g  u n i v e r s a l  c a n c e r  t r a n s c r i p t o m e  
p a t t e r n s  b y  i n t e r p r e t i n g  d e e p  l e a r n i n g  m o d e l s

1 3 : 2 0 M a t h i e u  Q u e s n e l - V a l l i e r e s ,  Universi ty  of
Pennsylvania,  United  States

I m p r o v e d  q u a n t i f i c a t i o n  o f  h o s t - p a t h o g e n  
d u a l  R N A - s e q  e x p e r i m e n t s

1 3 : 4 0 R e g a n  H a y w a r d ,  Helmholtz  Inst i tute  for  RNA -

based  Infect ion  Research  (HIRI ) ,  Germany

s c S h a p e s :  A  s t a t i s t i c a l  f r a m e w o r k  f o r  i d e n t i f y i n g  
d i s t r i b u t i o n  s h a p e s  i n  s i n g l e - c e l l  R N A - s e q u e n c i n g  
d a t a

1 3 : 5 0 M a l i n d r i e  D h a r m a r a t n e ,  Universi ty  of  Queensland,
Austral ia

P r o c e e d i n g s  P r e s e n t a t i o n :  J E D I :  C i r c u l a r  R N A
P r e d i c t i o n  b a s e d  o n  J u n c t i o n  E n c o d e r s  a n d  D e e p
I n t e r a c t i o n  a m o n g  S p l i c e  S i t e s

1 4 : 2 0 W e i  W a n g ,  Universi ty  of  Cali fornia,  Los  Angeles,
United  States

T o o l s  f o r  t h e  a n a l y s i s  o f  R N A  3 D  s t r u c t u r e s

1 4 : 4 0 C a r l o s  G .  O l i v e r ,  McGil l  Universi ty ,  Canada

P o s t e r  f l a s h  t a l k s1 5 : 0 0



iRNA COSI
TRACK PRESENTATIONS

iRNA  Keynote:  Deep  and  accurate  detection

 of  m6A  RNA  modif ications  using  miCLIP2  

and  m6Aboost  machine  learning

THURSDAY,  JULY 29TH

K a t h i  Z a r n a c k

G e n o m i c  s e q u e n c e s  a n d  R N A  b i n d i n g  
p r o t e i n s  p r e d i c t  R N A  s p l i c i n g  k i n e t i c s  i n  
v a r i o u s  s i n g l e - c e l l  c o n t e x t s

1 1 : 0 0

1 1 : 4 0 R u i y a n  H o u ,  School  of  Biomedical  Sciences,  LKS
Faculty  of  Medicine,  The  Universi ty  of  Hong  Kong,

China
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P r o c e e d i n g s  P r e s e n t a t i o n :  T h e r m o d y n a m i c  
m o d e l i n g  r e v e a l s  w i d e s p r e a d  m u l t i v a l e n t  
b i n d i n g  b y  R N A - b i n d i n g  p r o t e i n s

1 2 : 0 0 S a l m a  S o h r a b i - J a h r o m i ,  Max  Planck  Inst i tute  for

Biophysical  Chemistry ,  Germany

G e n e t i c  v a r i a t i o n  a n d  m i c r o R N A  t a r g e t i n g  o f  
A - t o - I  R N A  e d i t i n g  f i n e  t u n e  h u m a n  t i s s u e  
t r a n s c r i p t o m e s

1 2 : 4 0 E d d i e  P a r k ,  Children 's  Hospital  of  Phi ladelphia,

United  States

D e t e c t i o n  o f  R N A  m o d i f i c a t i o n s  a t  a  s i n g l e -
m o l e c u l e  l e v e l  u s i n g  a  t w o - s t a g e  d e e p  l e a r n i n g  
m o d e l  w i t h  N a n o p o r e  s e q u e n c i n g

1 3 : 0 0 P a b l o  A c e r a ,  Austral ian  National  Universi ty ,

Austral ia

I d e n t i f i c a t i o n  o f  P s e u d o u r i d i n e  M o d i f i c a t i o n s  
i n  m R N A s  u s i n g  D i r e c t ,  L o n g - r e a d  S e q u e n c i n g

1 3 : 2 0 S a r a  H  R o u h a n i f a r d ,  Northeastern  Universi ty ,

United  States

P r o c e e d i n g s  P r e s e n t a t i o n :  W e a k l y  s u p e r v i s e d  
l e a r n i n g  o f  R N A  m o d i f i c a t i o n s  f r o m  l o w - r e s o l u t i o n  
e p i t r a n s c r i p t o m e  d a t a

1 3 : 4 0 D a i y u n  H u a n g ,  Xi 'an  Jiaotong -Liverpool

Universi ty ,  China

R N A  m o d i f i c a t i o n  m a p p i n g  o n  t h e  I l l u m i n a  o r
N a n o p o r e  p l a t f o r m  w i t h  J A C U S A 2

1 4 : 2 0 C h r i s t o p h  D i e t e r i c h ,  Universi ty  Hospital

Heidelberg,  Germany

P a n e l  d i s c u s s i o n  o n  e p i t r a n s c r i p t o m i c s

1 4 : 4 0 N i c o l e  M a r t i n e z ,  S h e n g d o n g  K e ,  S c h r a g i
S c h w a r t z

S o c i a l  h o u r1 7 : 3 0



iRNA COSI
TRACK PRESENTATIONS

iRNA  Keynote:  Understanding  RNA  

function  through  structure

FRIDAY,  JULY 30TH

L i a n g  H u a n g ,  Oregon  State  Universi ty ;   United

States

U n r a v e l l i n g  t h e  f u n c t i o n  o f  T a p i r  l n c R N A  
i n  r e g u l a t i n g  p l u r i p o t e n t  c e l l  s t a t e s

1 1 : 0 0

1 1 : 4 0 S a m e r  H u s s e i n ,  Universi té  Laval ,  Canada
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R N A - R N A  i n t e r a c t i o n  n e t w o r k  u n r a v e l s  
g e n e  r e g u l a t i o n  b y  e m b e d d e d  s n o R N A s

1 2 : 0 0 D a n n y  B e r g e r o n ,  Universi té  de  Sherbrooke,

Canada

N e t w o r k -  a n d  s y s t e m s - b a s e d  r e - e n g i n e e r i n g  
o f  d e n d r i t i c  c e l l s  w i t h  m i c r o R N A s  f o r  c a n c e r  
i m m u n o t h e r a p y

1 2 : 4 0 X i n  L a i ,  Universi tätskl inikum  Erlangen,  Germany

S Q A N T I 3 :  A  c o l l a b o r a t i v e  p r o j e c t  f o r  c u r a t i o n ,  
a n n o t a t i o n  a n d  q u a n t i f i c a t i o n  o f  l o n g  r e a d s  
R N A  s e q u e n c i n g  ( l r R N A - s e q )  d a t a

1 2 : 5 0 A n a  C o n e s a ,  Universi ty  of  Flor ida,  United  States

S e q u e n c i n g  o f  i n d i v i d u a l  b a r c o d e d  c D N A s  o n  P a c i f i c  
B i o s c i e n c e s  a n d  O x f o r d  N a n o p o r e  r e v e a l s  p l a t f o r m -
s p e c i f i c  e r r o r  p a t t e r n s

1 3 : 0 0 A l l a  M i k h e e n k o ,  Saint  Petersburg  State  Universi ty ,

Russia

N E R D - s e q :  A  N a n o p o r e  d i r e c t  R N A  s e q u e n c i n g  
a p p r o a c h  f o r  n o n - c o d i n g  R N A s

1 3 : 2 0 A t h a n a s i o s  Z o v o i l i s ,  Universi ty  of  Lethbridge,

Canada

A P A e v a l :  A  c o m m u n i t y  e f f o r t  t o  b e n c h m a r k  
t o o l s  f o r  a l t e r n a t i v e  p o l y a d e n y l a t i o n

1 3 : 4 0 M a t t h e w  G a z z a r a ,  Universi ty  of  Pennsylvania,

United  States

Y u k  K e i  W a n ,  A -Star  Inst i tute,  Singapore

T h e  R B P  F o o t p r i n t  G r a n d  C h a l l e n g e  a t  
R N A  2 0 2 1 - 2 0 2 2

1 3 : 5 0 M i c h e l l e  M e y e r ,  Boston  College,  United  States

i R N A  K e y n o t e : L i n e a r - T i m e  A l g o r i t h m s  f o r  
R N A  F o l d i n g  a n d  m R N A  D e s i g n  t o  F i g h t  C O V I D - 1 9

1 4 : 2 0 L i a n g  H u a n g ,  School  of  EECS,  Oregon  State

Universi ty ,  USA

r M S A :  a c c u r a t e  m u l t i p l e  s e q u e n c e  a l i g n m e n t
g e n e r a t i o n  t o  i m p r o v e  R N A  s t r u c t u r e  m o d e l i n g

1 5 : 0 0 C h e n g x i n  Z h a n g ,  Yale  Universi ty ,  United  States

C l o s i n g  r e m a r k s1 5 : 1 0



SYSMOD COSI
TRACK PRESENTATIONS

I n t r o d u c t i o n  t o  t h e  F i r s t  S y s M o d  2 0 2 1  D a y

THURSDAY,  JULY 29TH

C l a u d i n e  C h a o u i y a

W h o l e - b o d y  m e t a b o l i c  m o d e l l i n g  p r o v i d e s  
n o v e l  i n s i g h t  i n t o  h o s t - m i c r o b i o m e  c r o s s t a l k

W o r k f l o w  f o r  m o d e l i n g  m i c r o b i a l  c o m m u n i t y  
i n t e r a c t i o n s  a p p l i e d  t o  D o l o s i g r a n u l u m  
p i g r u m  a n d  S t a p h y l o c o c c u s  a u r e u s  w i t h i n  
t h e  h u m a n  n o s e

1 1 : 0 0

1 1 : 0 5 I n e s  T h i e l e

1 1 : 5 0 R e i h a n e h  M o s t o l i z a d e h ,  Universi ty  of

Tübingen,  Germany
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B p F o r m s  a n d  B c F o r m s :  a  t o o l k i t  f o r  c o n c r e t e l y  
d e s c r i b i n g  n o n - c a n o n i c a l  p o l y m e r s  a n d  
c o m p l e x e s  t o  f a c i l i t a t e  g l o b a l  b i o c h e m i c a l  
n e t w o r k s

M u l t i s c a l e  m o d e l  o f  t h e  d i f f e r e n t  m o d e s  o f  
i n v a s i o n

1 2 : 0 5 P a u l  L a n g ,  U n i v e r s i t y  o f  O x f o r d

1 2 : 4 0 M a r c o  R u s c o n e ,  Curie  Inst i tute,  France

L o g i c a l  a n d  e x p e r i m e n t a l  m o d e l i n g  o f  
k e r a t i n o c y t e s  p r o v i d e  n e w  i n s i g h t s  i n  
p s o r i a s i s  a n d  i t s  t r e a t m e n t .

L i m i t s  o f  a  G l u c o s e - I n s u l i n  M o d e l  t o  
I n v e s t i g a t e  I n t e s t i n a l  A b s o r p t i o n  i n  
T y p e  2  D i a b e t e s

1 2 : 5 5 E i r i n i  T s i r v o u l i ,  Norwegian  Universi ty  of  Science

and  Technology,  Norway

1 3 : 1 0 C e d r i c  L h o u s s a i n e ,  Univ.  Li l le ,  France

M e t a b o l i c  d r u g  r e p u r p o s i n g  f o r  
a u t o i m m u n e  d i s e a s e s

1 3 : 2 5 B h a n w a r  L a l  P u n i y a ,  Universi ty  of  Nebraska -

Lincoln,  United  States

R o u n d  t a b l e  d i s c u s s i o n  a n d  s u m m a r y

M u l t i c e l l u l a r  S p a t i a l  M o d e l  o f  R N A  V i r u s  
R e p l i c a t i o n  a n d  I n t e r f e r o n  R e s p o n s e s  R e v e a l s  
F a c t o r s  C o n t r o l l i n g  P l a q u e  G r o w t h  D y n a m i c s

1 3 : 4 0 A n n a  N i a r a k i s

1 4 : 2 0 J o r d a n  J . A .  W e a v e r ,  Universi ty  of  Pittsburgh,

United  States

S T R E G A - N O N A :  S i n g l e - c e l l  T r a n s c r i p t o m i c s  
R e v e a l  E x t e n d e d  G e n e - s e t  A s s o c i a t i o n s  i n  
N e t w o r k s  O p t i m i z e d  w i t h  a  g e N e t i c  A l g o r i t h m

A n  u p d a t e d  g e n o m e - s c a l e  m e t a b o l i c  n e t w o r k
r e c o n s t r u c t i o n  o f  P s e u d o m o n a s  a e r u g i n o s a  P A 1 4
t o  c h a r a c t e r i z e  m u c i n - d r i v e n  s h i f t s  i n  b a c t e r i a l
m e t a b o l i s m

1 4 : 3 5 L a u r e n  B e n o o d t ,  Universi ty  of  Rochester  School  of

Medicine  and  Dentistry ,  United  States

1 4 : 5 0 D a w s o n  D .  P a y n e ,  Universi ty  of  Virginia ,

United  States

G e n o m e - s c a l e  m o d e l i n g  o f  P s e u d o m o n a s
a e r u g i n o s a  P A 1 4  u n v e i l s  b r o a d  m e t a b o l i c
c a p a b i l i t i e s  a n d  r o l e  o f  m e t a b o l i s m  i n  v i r u l e n c e
a n d  d r u g  p o t e n t i a t i o n

1 5 : 0 5 S a n j e e v  D a h a l ,  Queen 's  Universi ty ,  Canada



SYSMOD COSI
TRACK PRESENTATIONS

I n t r o d u c t i o n  t o  t h e  S e c o n d  S y s M o d  2 0 2 1  D a y

FRIDAY,  JULY 30TH

L a u r e n c e  C a l z o n e

I d e n t i f i a b i l i t y  a n d  i n f e r e n c e  f o r  m o d e l s  i n  
m a t h e m a t i c a l  b i o l o g y

T i s s u e - s p e c i f i c  r e c o n s t r u c t i o n  o f  c o n s t r a i n t -
b a s e d  m e t a b o l i c  m o d e l s  b a s e d  o n  R e c o n X

1 1 : 0 0

1 1 : 0 5 R u t h  E .  B a k e r

1 1 : 5 0 N a n t i a  L e o n i d o u ,  Inst i tute  for  Bioinformatics

and  Medical  Informatics  ( IBMI ) ,Germany
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D e s i g n i n g  d i s t r i b u t e d  c e l l  c l a s s i f i e r  
c i r c u i t s  w i t h  g e n e t i c  a l g o r i t h m s  a n d  
l o g i c  p r o g r a m m i n g

A  R e j e c t i o n  b a s e d  G i l l e s p i e  A l g o r i t h m  
f o r  N o n - M a r k o v i a n  S t o c h a s t i c  P r o c e s s e s

1 2 : 0 5 M e l a n i a  N o w i c k a ,  Freie  Universi teat  Berl in ,

Germany

1 2 : 4 0 M i r o s l a v  P h a n ,  E T H  Z u r i c h ,  S w i t z e r l a n d

A  d a t a - d r i v e n  G l i o b l a s t o m a  s t e m  c e l l  m o d e l  
p r o v i d e s  i n s i g h t  i n t o  c e l l  l i n e  d i f f e r e n c e s  i n  
t r e a t m e n t  r e s i s t a n c e

T w o  m o d e l s ,  s a m e  r e s u l t :  a d h e s i o n  a s  k e y  
m o d u l a t o r  f o r  c e l l  m i g r a t i o n  u n d e r  c o n f i n e m e n t

1 2 : 5 5 E m i l e e  H o l t z a p p l e ,  Universi ty  of  Pittsburgh,  United

States

1 3 : 1 0 M a u r í c i o  M o r e i r a - S o a r e s ,  Universi ty  of  Oslo,

Norway

A  m o d e l - b a s e d  d a t a  i n t e g r a t i o n  p i p e l i n e  t o  
c h a r a c t e r i z e  t h e  m u l t i - l e v e l  r e g u l a t i o n  o f  c e l l  
m e t a b o l i s m

1 3 : 2 5 M a r z i a  D i  F i l i p p o ,  Universi ty  of  Milano -

Bicocca,  I ta ly

A  n o v e l  a n d  r o b u s t  m o l e c u l a r  d e s i g n  
s y n c h r o n i z i n g  t r a n s c r i p t i o n  w i t h  c e l l  c y c l e  
d y n a m i c s  i n  b u d d i n g  y e a s t

D i s c u s s i o n  s u m m a r y

1 3 : 4 0 M a t t e o  B a r b e r i s ,  Universi ty  of  Surrey,  United

Kingdom

1 3 : 5 5 M a t t e o  B a r b e r i s

S t r u c t u r e - b a s e d  d y n a m i c  m o d e l i n g  r e v e a l s  w a y s  t o
o v e r c o m e  k i n a s e  i n h i b i t o r  r e s i s t a n c e  a n d  o n c o g e n i c  
R A S  s i g n a l i n g  a n d  o n c o g e n i c  R A S  s i g n a l i n g .

C l o s i n g  r e m a r k s  o f  S y s M o d  2 0 2 1  a n d  P o s t e r
A w a r d

1 4 : 2 0 B o r i s  N .  K h o l o d e n k o

1 5 : 0 5 J u i l e e  T h a k a r



Text Mining COSI
TRACK PRESENTATIONS

Text  Mining  Keynote

WEDNESDAY,  JULY 28TH

S a m p o  P y y s a l o ,  Universi ty  of  Turku,

Finland

S y s t e m a t i c  t i s s u e  a n n o t a t i o n s  o f  – o m i c s  
s a m p l e s  b y  m o d e l i n g  u n s t r u c t u r e d  m e t a d a t a

T h e r m o S c a n :  A  t e x t - m i n i n g  a p p r o a c h  f o r  t h e  
i d e n t i f i c a t i o n  o f  t h e r m o d y n a m i c  d a t a  o n  
p r o t e i n  f o l d i n g  f r o m  f u l l - t e x t  a r t i c l e s

1 1 : 0 0

1 1 : 4 0 A r j u n  K r i s h n a n ,  Michigan  State  Universi ty ,

United  States

1 2 : 0 0 P a o l a  T u r i n a ,  Universi ty  of  Bologna,  I ta ly
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Q u a n t i f y i n g  g e n e r a l  a n d  d i s c i p l i n e - s p e c i f i c  
w o r d  u n d e r s t a n d a b i l i t y  t o w a r d s  b e t t e r  
s c i e n c e  c o m m u n i c a t i o n

T e x t  M i n i n g  K e y n o t e :  T e x t  M i n i n g  f o r  
D r u g  S a f e t y  a t  F D A :  A u t o n o m o u s  M a c h i n e s  
v s  H u m a n - i n - t h e - L o o p

1 2 : 1 0 M a t t h e w  A r t u s o ,  Michigan  State  Universi ty ,

United  States

1 2 : 4 0 L y n e t t e  H i r s c h m a n ,  R o b e r t  B a l l

A  m a c h i n e  l e a r n i n g  f r a m e w o r k  f o r  d i s c o v e r i n g
 a n d  e n r i c h i n g  m e t a g e n o m i c s  m e t a d a t a  f r o m  
o p e n  a c c e s s  r e s e a r c h  a r t i c l e s

1 3 : 2 0 M a a l y  N a s s a r ,  EMBL -EBI ,  United  Kingdom

A u t o m a t i c  E x t r a c t i o n  o f  T w e l v e  C a r d i o v a s c u l a r  
C o n c e p t s  f r o m  G e r m a n  D i s c h a r g e  L e t t e r s  u s i n g  
P r e - t r a i n e d  L a n g u a g e  M o d e l s

1 3 : 4 0 P h i l l i p  R i c h t e r - P e c h a n s k i ,  Klaus  Tschira  Inst i tute

for  Integrat ive  Computat ional  Cardiology,

Heidelberg,  Germany

P r o c e e d i n g s  P r e s e n t a t i o n :  U t i l i z i n g  I m a g e  a n d  
C a p t i o n  I n f o r m a t i o n  f o r  B i o m e d i c a l  D o c u m e n t
C l a s s i f i c a t i o n

S p o t l i g h t  o n  P r a c t i c a l  T e x t  M i n i n g  T o o l s :  
L i t S u g g e s t  &  T e a m T a t

1 4 : 2 0 P e n g y u a n  L i ,  Universi ty  of  Delaware,  United

States

1 4 : 4 0 Z h i y o n g  L u ,  NCBI,  NLM,  NIH,  USA

S p o t l i g h t  o n  P r a c t i c a l  T e x t  M i n i n g  T o o l s :  
P u b M e d B E R T

1 5 : 0 0 H o i f u n g  P o o n



TRANSMED COSI
TRACK PRESENTATIONS

SUNDAY,  JULY 25TH

O p e n i n g

TransMed  Keynote:  Personalized  

HealthTech  Services:  from  data -driven  

innovation  to  Patient -centered  Healthcare  

Application

1 1 : 0 0 V e n k a t a  S a t a g o p a m

1 1 : 0 5 J o c h e n  K l u c k e n

D r i v e W a y s :  A  M e t h o d  f o r  I d e n t i f y i n g  
P o s s i b l y  O v e r l a p p i n g  D r i v e r  P a t h w a y s  i n  
C a n c e r

1 2 : 0 0 I l y e s  B a a l i ,  Antalya  Bil im  Universi ty ,  Turkey

1 2 : 4 0
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M u l t i m o d a l  a n a l y s i s  o f  c e l l - f r e e  D N A  w h o l e  
g e n o m e  s e q u e n c i n g  f o r  p e d i a t r i c  c a n c e r s  w i t h  
l o w  m u t a t i o n a l  b u r d e n

1 1 : 4 0 P e t e r  P e n e d e r ,  St.  Anna  Children 's  Cancer

Research  Inst i tute  (CCRI ) ,  Austr ia

A n a l y z i n g  s p a t i a l  h e t e r o g e n e i t y  o f  t u m o r  
m u t a t i o n  b u r d e n  a n d  i m m u n e  i n f i l t r a t e s  o n  
w h o l e  s l i d e  i m a g e s  s i g n a l s  c o r r e l a t i o n  w i t h  
b l a d d e r  c a n c e r  s u r v i v a l

J e a n  C l e m e n c e a u ,  Cleveland  Clinic ,  United

States

R a n k i n g  C a n c e r  D r i v e r s  v i a  B e t w e e n n e s s -
b a s e d  O u t l i e r  D e t e c t i o n  a n d  R a n d o m  W a l k s

1 3 : 1 0 A i s s a  H o u d j e d j ,  Antalya  Bil im  Universi ty ,

Turkey

1 3 : 2 0

A n a l y s i s  o f  s i n g l e  n u c l e u s  t r a n s c r i p t o m e  p r o f i l e s  
f r o m  d e v e l o p i n g  h u m a n  c e r e b e l l u m  r e v e a l s  
p o t e n t i a l  c e l l u l a r  o r i g i n s  o f  p e d i a t r i c  b r a i n  t u m o r s

1 3 : 0 0 K o n s t a n t i n  O k o n e c h n i k o v ,  H o p p  C h i l d r e n ' s
C a n c e r  C e n t e r  H e i d e l b e r g  ( K i T Z ) ,  G e r m a n y

P r o c e e d i n g s  P r e s e n t a t i o n :  O p t i m i s i n g  B l o o d -
B r a i n  B a r r i e r  P e r m e a t i o n  t h r o u g h  D e e p  
R e i n f o r c e m e n t  L e a r n i n g  f o r  D e  N o v o  D r u g  D e s i g n

T i a g o  P e r e i r a ,  Universi ty  of  Coimbra,

Portugal

1 3 : 4 0

R e c o n c i l i n g  M u l t i p l e  C o n n e c t i v i t y  S c o r e s  f o r  
D r u g  R e p u r p o s i n g

K e w a l i n  S a m a r t ,  Michigan  State  Universi ty ,

United  States

I d e n t i f i c a t i o n  o f  t r a n s c r i p t i o n a l  n e t w o r k  
d i s r u p t i o n s  i n  d r u g - r e s i s t a n t  p r o s t a t e  c a n c e r  
w i t h  T r a R e

1 4 : 2 0 J e s u s  D e  l a  F u e n t e  C e d e ñ o ,  TECNUN,
Universi ty  of  Navarra,  Spain. ,  Spain

1 4 : 4 0

N e D R e x  -  a n  i n t e g r a t i v e  a n d  i n t e r a c t i v e  
n e t w o r k  m e d i c i n e  p l a t f o r m  f o r  d r u g  
r e p u r p o s i n g

S e p i d e h  S a d e g h ,  TUM  School  of  Life

Sciences  Weihenstephan,  Germany

C l o s i n g  o f  D a y  11 5 : 1 0

A  n o v e l  f e a t u r e  s e l e c t i o n  p i p e l i n e  f o r  i d e n t i f y i n g
p r e d i c t i v e  t a r g e t s  a s s o c i a t e d  w i t h  d r u g  t o x i c i t y

1 5 : 0 0 Y u n  H a o ,  Universi ty  of  Pennsylvania,  United

States



TRANSMED COSI
TRACK PRESENTATIONS

MONDAY,  JULY 26TH

TransMed  Keynote:  Towards  cross -border  

access  to  beyond  one  mill ion  sequenced  

human  genomes

1 1 : 0 0 S e r e n a  S c o l l e n

A s s e s s i n g  t h e  r o l e  o f  D i g i t a l  D e v i c e  
T e c h n o l o g y  i n  A l z h e i m e r ’ s  D i s e a s e  u s i n g  
A r t i f i c i a l  I n t e l l i g e n c e

1 2 : 0 0 M e e m a n s a  S o o d ,  Fraunhofer  SCAI  and
Universi ty  of  Bonn,  Germany

1 2 : 4 0
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P r o c e e d i n g s  P r e s e n t a t i o n :  “ S i n g l e - s u b j e c t  
s t u d i e s ” - d e r i v e d  a n a l y s e s  u n v e i l  a l t e r e d  
b i o m e c h a n i s m s  b e t w e e n  v e r y  s m a l l  c o h o r t s :  
i m p l i c a t i o n s  f o r  r a r e  d i s e a s e s

1 1 : 4 0 D i l l o n  A b e r a s t u r i ,  The  Universi ty  of  Arizona,

United  States

F o r m u l a t i n g  a  G e n e  S i g n a t u r e  f o r  
D i a g n o s i s  o f  A u t o i m m u n e  a n d  I n f e c t i o u s  
D i s e a s e s

R i y a  G u p t a ,  Center  for  Biomedical
Informatics  Research,  United  States

S y n t h e s i z i n g  r e a l i s t i c  p a t i e n t - l e v e l  d a t a  
u s i n g  m u l t i m o d a l  n e u r a l  d i f f e r e n t i a l  e q u a t i o n s

1 3 : 2 0 C o l i n  B i r k e n b i h l ,  Fraunhofer  SCAI,  Germany

1 3 : 4 0

P r o c e e d i n g s  P r e s e n t a t i o n :  E x p e c t e d  
1 0 - a n o n y m i t y  o f  H y p e r L o g L o g  s k e t c h e s  
f o r  f e d e r a t e d  q u e r i e s  o f  c l i n i c a l  d a t a  r e p o s i t o r i e s

1 3 : 0 0 Z i y e  T a o ,  Universi ty  of  Toronto,  Canada

B r i n g i n g  t h e  A l g o r i t h m s  t o  t h e  D a t a  -  S e c u r e  
D i s t r i b u t e d  M e d i c a l  A n a l y t i c s  u s i n g  t h e  P e r s o n a l  
H e a l t h  T r a i n

M a r i u s  H e r r ,  Universi ty  Hospital  Tübingen  &

Universi ty  of  Tübingen,  Germany

1 4 : 2 0

TransMed  Keynote:  21st  Century  healthcare  

is  bringing  computation  to  the  bedside

K e n n e t h  M a n d l

M O N E T :  M u l t i - o m i c  m o d u l e  d i s c o v e r y  b y  o m i c  s e l e c t i o n

1 5 : 0 0 N i m r o d  R a p p o p o r t ,  Tel  Aviv  Universi ty ,

Israel

1 5 : 1 0 C l o s i n g



VarI COSI
TRACK PRESENTATIONS

THURSDAY,  JULY 29TH

O p e n i n g  R e m a r k s

1 1 : 0 0 E m i d i o  C a p r i o t t i ,  H a n n a h  C a r t e r ,  A n t o n i o
R a u s e l l

P r o c e e d i n g s  P r e s e n t a t i o n :  A  v a r i a n t  
s e l e c t i o n  f r a m e w o r k  f o r  g e n o m e  g r a p h s

1 2 : 0 0 C h i r a g  J a i n ,  Indian  Inst i tute  of  Science,

India

1 2 : 4 0
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VarI  Keynote:  Mutations  in  viruses  and  humans.

1 1 : 1 0 A l e s s a n d r a  C a r b o n e ,  Sorbonne  Universi te ,

France

I d e n t i f y i n g  F a c t o r s  I m p o r t a n t  f o r  
C o n s e r v a t i o n  a t  S i t e s  o f  S y n o n y m o u s  
V a r i a t i o n

A b h i r a m i  R a m ,  TCS  Research,  India

VarI  Keynote:  Pan -genomic  advances  for  

f ighting  reference  bias

1 3 : 1 0 B e n  L e h n e r

1 4 : 2 0

T h e  s t r u c t u r a l  l a n d s c a p e  o f  c o n s t r a i n e d  
s i t e s  i n  t h e  h u m a n  p r o t e o m e

1 2 : 5 0 B i a n  L i ,  Vanderbi l t  Universi ty ,  United  States

P o l a r M o r p h i s m  e n a b l e s  d i s c o v e r y  o f  g e n e t i c  
v a r i a n t s  w i t h  s h a r e d  e f f e c t  a c r o s s  m u l t i p l e  t r a i t s  
f r o m  G W A S  s u m m a r y  s t a t i s t i c s

J o a n n a  v o n  B e r g ,  Universi ty  Medical  Center

Utrecht ,  Netherlands

1 4 : 4 0

S e x  d i f f e r e n c e s  i n  g e n e t i c  a r c h i t e c t u r e  i n  U K  
B i o b a n k

E l e n a  B e r n a b e u ,  The  Universi ty  of

Edinburgh,  United  Kingdom

I d e n t i f i c a t i o n  o f  E t h n i c i t y - S p e c i f i c  A s s o c i a t i o n s  i n
M u l t i - E t h n i c  G e n o m e - W i d e  A s s o c i a t i o n  S t u d i e s

1 4 : 5 0 Y i n g y i n g  W e i ,  The  Chinese  Universi ty  of

Hong  Kong,  Hong  Kong

1 5 : 0 0
G e r m l i n e  v a r i a n t s  t h a t  i n f l u e n c e  t h e  t u m o r  
i m m u n e  m i c r o e n v i r o n m e n t  a l s o  d r i v e  r e s p o n s e  
t o  i m m u n o t h e r a p y

M e g h a n a  P a g a d a l a ,  UCSD,  United  States



VarI COSI
TRACK PRESENTATIONS

FRIDAY,  JULY 30TH

VarI  Keynote:  Sequence  to  energy  and  structure.

1 1 : 0 0 B e n  L a n g m e a d

P h y s i c o - c h e m i c a l  a n d  s t r u c t u r a l  f e a t u r e s  
o f  p a t h o g e n i c  a n d  b e n i g n  h u m a n  p r o t e i n  
m i s s e n s e  v a r i a t i o n s  c o l l e c t e d  f r o m  H U M S A V A R  
a n d  C l i n V a r

1 2 : 1 0 G i u l i a  B a b b i ,  Universi ty  of  Bologna  -

Biocomputing  Group,  I ta ly

1 2 : 4 0
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P r o t e i n  s t r u c t u r a l  c o n s e q u e n c e s  o f  D N A  
m u t a t i o n a l  s i g n a t u r e s :  A  m e t a - a n a l y s i s  o f  
s o m a t i c  v a r i a n t s  a n d  d e e p  m u t a t i o n a l  
s c a n n i n g  d a t a

1 1 : 5 0 J o s e p h  N g ,  King 's  College  London,  United

Kingdom

VarI  Sponsor:  A  unique  solution  to  a  (non)  

unique  problem:  call ing  variants  in  non -uniquely  

mappable  regions  using  short -read  WGS  data.

A l e x a n d e r  K a p l u n ,  Variantyx,  USA

The  role  of  exome  sequencing  in  newborn  

screening

1 4 : 2 0 S t e v e n  E .  B r e n n e r ,  Universi ty  of  Cali fornia,

Berkeley,  United  States

1 5 : 0 0

V a r I  R o u n d t a b l e

1 2 : 5 5 Y a n a  B r o m b e r g ,  D o u g l a s  F o w l e r ,  D a n i e l
G i l c h r i s t ,  P r e d r a g  R a d i v o j a c

C N V x p l o r e r :  a  w e b  t o o l  t o  a s s i s t  c l i n i c a l  
i n t e r p r e t a t i o n  o f  C N V s  i n  r a r e  d i s e a s e  p a t i e n t s

F r a n c i s c o  R e q u e n a ,  Imagine  Inst i tute  for

Genetic  Diseases,  France

1 5 : 1 0

E m e r g i n g  g a i n - o f - f u n c t i o n  m u t a t i o n s  i n  
d i s e a s e :  t h e i r  c o m p u t a t i o n a l  i n t e r p r e t a t i o n  
a n d  c h a r a c t e r i z a t i o n

S t e p h e n  Y i ,  Universi ty  of  Texas  at  Aust in,

United  States

V a l i d a t i o n  o f  g e n e t i c  v a r i a n t s  f r o m  N G S  d a t a  u s i n g
D e e p  C o n v o l u t i o n a l  N e u r a l  N e t w o r k s

1 4 : 3 0 M a r c  V a i s b a n d ,  Salzburg  Cancer  Research

Inst i tute,  Germany

1 4 : 4 0

C A D D - S V  - -  a  f r a m e w o r k  t o  s c o r e  t h e  e f f e c t s  o f
s t r u c t u r a l  v a r i a n t s  i n  h e a l t h  a n d  d i s e a s e

M a r t i n  K i r c h e r ,  Berl in  Inst i tute  of  Health  @

Chari té ,  Germany



TECHNOLOGY TALK 
PRESENTATIONS

FRIDAY,  JULY 30TH

1 1 : 0 0 M i c h a e l  J  S t e r n b e r g ,  Imperial  College
London,  United  Kingdom

P h y r e 2  a n d  M i s s e n s e 3 D :  P r o t e i n  s t r u c t u r e  
p r e d i c t i o n  a n d  m i s s e n s e  v a r i a n t  a n a l y s i s
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1 1 : 2 0 I a n  S i l l i t o e ,  Universi ty  College  London,

United  Kingdom

U s i n g  C A T H - G e n e 3 D  v 4 . 3  a n d  i t s  r e s o u r c e s  
t o  p r e d i c t  t h e  s t r u c t u r e  a n d  f u n c t i o n  o f  n o v e l  
p r o t e i n  s e q u e n c e s

1 1 : 4 0 S a n t i a g o  N i c o l a s  L o p e z  C a r a n z a ,  InstaDeep,

United  Kingdom

D e e p C h a i n :  A  p l a t f o r m  f o r  p r o t e i n  d e s i g n

1 2 : 0 0 R e n a t o  A l v e s ,  de.NBI  -  German  Network  for

Bioinformatics  Infrastructure,  Germany

D e v e l o p i n g  a  r e u s a b l e  a n d  v e r s a t i l e  v i r t u a l  
b i o i n f o r m a t i c s  t r a i n i n g  p l a t f o r m  i n  t h e  
d e . N B I  c l o u d

1 2 : 4 0 F a b i o  M a d e i r a ,  European  Bioinformatics

Inst i tute,  United  Kingdom

T h e  E M B L - E B I  s e a r c h  a n d  s e q u e n c e  
a n a l y s i s  t o o l s  A P I s  a n d  t h e i r  r o l e  d u r i n g  
t h e  c u r r e n t  C O V I D - 1 9  p a n d e m i c

1 3 : 0 0 R a h e e l a  A s l a m ,  EMBL -EBI ,  United  Kingdom

T h e  E u r o p e a n  C O V I D - 1 9  D a t a  P o r t a l  –  
A c c e l e r a t i n g  C O V I D - 1 9  R e s e a r c h  t h r o u g h  
O p e n  D a t a  S h a r i n g

1 3 : 2 0 J o s e  C a r b o n e l l ,  Barcelona  Supercomputing

Center ,  Spain

P e r M e d C o E :  A  r o a d m a p  t o  s c a l a b i l i t y  i n  
P e r s o n a l i z e d  M e d i c i n e

1 4 : 2 0 M i c h a e l  R e i c h ,  UCSD,  United  States

T h e  G e n e P a t t e r n  N o t e b o o k  E n v i r o n m e n t

1 4 : 4 0 P e t e r  K a r p ,  SRI  Internat ional ,  United  States

I n t e g r a t e d  P a t h w a y / G e n o m e / O m i c s  
I n f o r m a t i c s  i n  P a t h w a y  T o o l s  a n d  B i o C y c



NIH/OD OFFICE OF DATA
SCIENCE STRATEGY (ODSS)  
PRESENTATIONS

TUESDAY,  JULY 27TH

1 1 : 0 0 S u s a n  G r e g u r i c k

S e s s i o n  I :  T h e  N I H  C l o u d  P l a t f o r m s  
I n t e r o p e r a b i l i t y  ( N C P I )  E f f o r t s

1 1 : 0 0 S u s a n  G r e g u r i c k

W e l c o m e  a n d  I n t r o d u c t i o n

1 1 : 1 0 B r i a n  O ' C o n n o r

F e d e r a t e d  a n d  F A I R  S y s t e m s  
I n t e r o p e r a t i o n  i n  N C P I

1 1 : 3 3 A l l i s o n  P  H e a t h

C l i n i c a l  a n d  P h e n o t y p i c  D a t a  
I n t e r o p e r a b i l i t y  u s i n g  F H I R  i n  N C P I

1 1 : 5 6 M i c h a e l  C .  S c h a t z

M o d e l i n g  t h e  c o m p u t i n g  r e q u i r e m e n t s  
a n d  c o s t s  f o r  g e n o m i c s  a n a l y s i s  i n  t h e  c l o u d

1 2 : 4 0 J e n n i e  L a r k i n  &  I s h w a r  C h a n d r a m o u l i s w a r a n

S e s s i o n  I I :  F A I R  D a t a / R e p o s i t o r i e s

 |  page  92

1 2 : 4 0 I s h w a r  C h a n d r a m o u l i s w a r a n ,  NIAID /NIH,  USA

N I H  A c t i v i t i e s  t o  S u p p o r t  a  F A I R  R e p o s i t o r y  
E c o s y s t e m

1 2 : 4 5 M a r k  H a h n e l

F A I R  R e s e a r c h  -  W h a t  i s  i n  i t  f o r  t h e  
R e s e a r c h e r s ?

1 3 : 0 0 L a r a  M a n g r a v i t e

T h e  T r i b a l  N a t u r e  o f  D a t a  S h a r i n g

1 3 : 1 5 J o h n  C h o d a c k i ,  Cali fornia  Digital  Library

(CDL ) ,  USA

F A I R  D a t a  a n d  F A I R  R e p o s i t o r i e s

1 3 : 3 0 C a r o l e  G o b l e ,  The  Universi ty  of  Manchester  /

ELIXIR -UK

B r i d g i n g  f r o m  R e s e a r c h e r  D a t a  M a n a g e m e n t  
t o  E L I X I R  A r c h i v e s  i n  t h e  R D M  L i f e c y c l e

1 3 : 4 5 S a n d r a  T a n g

A n  I n t r o d u c t i o n  t o  I C P S R :  A  P l a c e  t o  D i s c o v e r  
a n d  A c c e s s  S o c i a l  a n d  B e h a v i o r a l  S c i e n c e  D a t a  
f o r  S e c o n d a r y  A n a l y s i s

1 4 : 2 0 S u s a n  G r e g u r i c k
S e s s i o n  I I I  ( P a n e l ) :  D i v e r s i t y  i n  D a t a  S c i e n c e  
T r a i n i n g  a n d  R e s e a r c h



NIH/OD OFFICE OF DATA
SCIENCE STRATEGY (ODSS)  
PRESENTATIONS

WEDNESDAY,  JULY 28TH

1 1 : 0 0 H e i d i  S o f i a

S e s s i o n  I V :  O p e n  R e s e a r c h  S o f t w a r e

1 1 : 0 0 S u s a n  G r e g u r i c k

W e l c o m e  a n d  I n t r o d u c t i o n

1 1 : 0 5 A l f r e d o  M o r a l e s  P i n z o n ,  Brigham  and

Women 's  Hospital  &  Harvard  Medical

School ,  USA

M a n u a l  B r a i n  S e g m e n t a t i o n  W o r k f l o w s  
U s i n g  t h e  S P I N E  V i r t u a l  L a b o r a t o r y :  f r o m  
D e s k t o p  t o  C l o u d

1 1 : 2 0 L a u r e l  C a r n e y

U R _ E A R  -  A  W e b  A p p  s u p p o r t i n g  
c o m p u t a t i o n a l  m o d e l s  f o r  a u d i t o r y - n e r v e  
a n d  m i d b r a i n  r e s p o n s e s

1 1 : 3 5 A j a y  D h a r o d

m P A T H :  A  D i g i t a l  H e a l t h  N a v i g a t o r

1 2 : 4 4 N i g a m  S h a h ,  Stanford  Universi ty ,  United  States

A  F r a m e w o k  f o r  M a k i n g  P r e d i c t i v e  M o d e l s  
U s e f u l  i n  M e d i c i n e
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1 3 : 0 3 B i n  Y u

V e r i d i c a l  D a t a  S c i e n c e  f o r  p r e c i s i o n  m e d i c i n e :
s u b g r o u p  d i s c o v e r y  t h r o u g h  s t a D I S C

1 3 : 2 2 A n d e r s  O  G a r l i d

P R E M I E R E :  A  c o m m u n i t y - d r i v e n  p l a t f o r m  f o r
r e p r o d u c i b i l t y  a n d  r e u s e  i n  b i o m e d i c a l  p r e d i c t i v e
m o d e l i n g

1 3 : 4 1 Y a s s e t  P e r e z - R i v e r o l

O m i c s  I n d e x i n g  a n d  S t a n d a r d s

1 4 : 2 0 M i c h e l e  R a m s a y ,  C l a u d i a  M e d e i r o s ,  C h u c k
C o o k ,  G r i f f i n  M .  W e b e r ,  Harvard  Medical

School ,  United  States

S e s s i o n  V I  ( P a n e l ) :  B r i d g i n g  I n t e r n a t i o n a l  E f f o r t s  
i n  D a t a  S c i e n c e

1 1 : 5 0 P i n a k i  S a r d e r ,  Universi ty  at  Buffalo,  USA

H u m a n  A I  L o o p  i n  C l o u d  f o r  D i s t r i b u t e d  
C o m p u t a t i o n

1 2 : 0 5 J e f f  W a g n e r ,  Open  Force  Field  In i t iat ive,

USA

S o f t w a r e  a n d  S c i e n c e  a t  t h e  O p e n  F o r c e  
F i e l d  I n i t i a t i v e

1 2 : 4 0 S e s s i o n  V :  R e p r o d u c i b i l i t y  &  R e - u s e

1 2 : 4 0 A l e x  B u i

I n t r o d u c t i o n  a n d  W e l c o m e



WEB 2021: MAKING TRAINING
MATERIALS FAIR - EXPERIENCES,
CHALLENGES, SOLUTIONS

SUNDAY,  JULY 25TH

1 1 : 0 0 P a t r i c i a  P a l a g i ,  SIB  Swiss  Inst i tute  of

Bioinformatics,  Switzer land

W e l c o m e  a n d  i n t r o d u c t i o n s

1 1 : 1 5

M a k i n g  t r a i n i n g  F A I R  i n  t e n  s i m p l e  r u l e s

1 1 : 3 0 S a r a h  M o r g a n ,  EMBL -European  Bioinformatics

Inst i tute,  United  Kingdom

T h e  C I N E C A  H a c k a t h o n  r e p o r t

This  workshop  is  organised  and  supported  by  G O B L E T ,  the  Global  Organisat ion  for  Bioinformatics  Learning,

Educat ion  and  Training  and  the  I S C B  E d u c a t i o n  C O S I .

1 1 : 4 0 S a s k i a  H i l t e m a n n ,  Erasmus  Medical

Center ,  The  Netherlands

E x p e r i e n c e s  f r o m  t h e  G a l a x y  T r a i n i n g  
N e t w o r k

M e l i s s a  B u r k e ,  Austral ian  BioCommons,

Austral ia
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1 1 : 4 7 A n n a  S w a n n ,  EMBL -European  Bioinformatics

Inst i tute,  United  Kingdom

E x p e r i e n c e s  f r o m  t h e  E M B L - E u r o p e a n  
B i o i n f o r m a t i c s  I n s t i t u t e

1 1 : 5 4 V e r e n a  R a s ,  Universi ty  of  Cape  Town,

South  Afr ica

E x p e r i e n c e s  f r o m  t h e  H 3 A B i o N e t

1 2 : 0 1 M a r i a  D o y l e ,  Peter  MacCallum  Cancer  Centre,

Austral ia

E x p e r i e n c e s  f r o m  a n  I n d i v i d u a l  T r a i n e r

1 2 : 0 8 Q & A

1 2 : 4 0 M e l i s s a  B u r k e ,  Austral ian  BioCommons,

Austral ia

E x p e r i e n c e s  f r o m  t h e  A u s t r a l i a  B i o C o m m o n s

1 2 : 4 7 P a t r i c i a  P a l a g i ,  SIB  Swiss  Inst i tute  of

Bioinformatics,  Switzer land

E x p e r i e n c e s  f r o m  t h e  S I B  S w i s s  I n s t i t u t e  o f
B i o i n f o r m a t i c s

1 2 : 5 4

E x p e r i e n c e s  f r o m  t h e  O p e n A I R E  C o m m u n i t y  
o f  P r a c t i c e  f o r  t r a i n i n g  c o o r d i n a t o r s

1 3 : 0 1 Q & A

1 3 : 0 6 M e l i s s a  B u r k e ,  C e l i a  v a n  G e l d e r ,  P a t r i c i a
P a l a g i

G r o u p  d i s c u s s i o n :  I d e n t i f y i n g  c h a l l e n g e s  
a n d  i s s u e s

C e l i a  v a n  G e l d e r ,  DTL  Dutch  Techcentre

for  Life  Sciences,  The  Netherlands

1 4 : 2 0 M e l i s s a  B u r k e ,  C e l i a  v a n  G e l d e r ,  P a t r i c i a
P a l a g i

G r o u p  d i s c u s s i o n :  I d e n t i f y i n g  s o l u t i o n s  t o  
e a s e  F A I R y f i c a t i o n  o f  t r a i n i n g  m a t e r i a l s

1 4 : 5 5 R e p o r t i n g  B a c k

1 5 : 1 5 C e l i a  v a n  G e l d e r ,  DTL  Dutch  Techcentre  for

Li fe  Sciences,  The  Netherlands

C l o s i n g  r e m a r k s

https://www.mygoblet.org/
https://www.mygoblet.org/
https://www.iscb.org/cms_addon/cosi_reporting_system/COSIs/


COLLABORATIVE TOOLS
FOR PROTEIN ANALYSIS
HACKATHON 2021

THURSDAY,  JULY 29,  12:40 -  14:00 UTC

F i n a l  P r o j e c t  P r e s e n t a t i o n s  a n d  D i s c u s s i o n
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Towards  integrat ing  protein  sequence -structure - funct ion  analysis ,  visual izat ion  and  open

col laborat ive  research

The  two  main  goals  of  this  vir tual  hackathon  are:

To  develop  open  source  software  modules  and  col laborat ion  tools  for  universal  biomolecular

analyses  enabl ing  integrat ion  of  diverse  knowledge  and  datasets .

To  create  a  sustainable  diverse  community  of  developers  and  designers  for  continued

development  of  such  tools



SCIENCE COMMUNICATION AND
SCIENCE JOURNALISM

TUESDAY,  JULY 27 

Moderator :  Thomas  Lengauer,  Past  President ,  ISCB
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P a n e l i s t s :
K a i  K u p f e r s c h m i d t ,  Independent  Science  Journal ist

E m m a  H o d c r o f t ,Universi ty  of  Bern

J o h n  M o u l t ,  Inst i tute  for  Bioscience  and  Biotechnology

Research  ( IBBR )  ,  Universi ty  of  Maryland

F r e y a  R o b b ,  Science  Media  Centre

The  COVID -19  pandemic  has  brought  science  into  the  l imel ight  of  publ ic  perception  in  an

unprecedented  fashion.  Scient ists  have  become  more  present  in  the  media,  accelerated

transmission  of  new  results  has  been  effected  by  the  publ ic  start ing  to  pay  attent ion  to  research

reports  that  have  not  been  reviewed  yet ,  journal ists  have  been  faced  with  the  requirement  to

bring  such  emerging  results  to  the  publ ic  at  short  notice.  This  process  has  also  fed  an  increased

controversy  on  the  character  of  science  and  the  role  i t  does  and  should  play  in  the  publ ic

discourse.

In  this  panel ,  a  science  journal ist  and  a  science  communicator  wil l  jo in  two  scient ists  to  discuss

issues  on  how  to  best  effect  communicat ion  to  the  publ ic  on  science  results  and  also  and

especial ly  on  the  science  process.



SEE YOU NEXT YEAR IN PERSON FOR
ISMB 2022 IN MADISON, WISCONSIN! 
JULY 10 -  14,  2022 

https: / /www.iscb.org / ismb2022
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USA
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USA
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Universi ty  of  New  South  Wales

AUSTRALIA

A l e x  B a t e m a n ,  P h . D .
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UNITED  KINGDOM
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